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<210> 1 

<211> 1158 

<212> DNA 

<213> Solanum tuberosum 



<4 00> 1 
atggcaacta 


ctaaatcttt 


tttaatttta 


atatttatga 


tattagcaac 


tactagttca 


60 


acatttgctc 


agttgggaga 


aatggtgact 


gttcttagta 


ttgatggagg 


tggaattaga 


120 


gggatcattc 


cggctaccat 


tctcgaattt 


cttgaaggac 


aacttcagga 


aatggacaat 


180 


aatgcagatg 


caagacttgc 


agattacttt 


gatgtaattg 


gaggaacaag 


tacaggaggt 


240 


ttattgactg 


ctatgataag 


tactccaaat 


gaaaacaatc 


gaccctttgc 


tgctgccaaa 


300 


gaaattgtac 


ctttttactt 


cgaacatggc 


cctcagattt 


ttaatcctag_ 


tggtcaaatt 


360 


ttaggcccaa 


aatatgatgg 


aaaatatctt 


atgcaagttc 


ttcaagaaaa 


acttggagaa 


420 


actcgtgtgc 


atcaagcttt 


gacagaagtt 


gtcatctcaa 


gctttgacat 


caaaacaaat 


480 


aagccagtaa 


tattcactaa 


gtcaaattta 


gcaaactctc 


cagaattgga 


tgctaagatg 


540 


tatgacataa 


gttattccac 


agcagcagct 


ccaacatatt 


ttcctccgca 


ttactttgtt 


600 


actaatacta 


gtaatggaga 


tgaatatgag 


ttcaatcttg 


ttgatggtgc 


tgttgctact 


660 


gttgctgatc 


cggcgttatt 


atccattagc 


gttgcaacga 


gacttgcaca 


aaaggatcca 


720 


gcatttgctt 


caattaggtc 


attgaattac 


aaaaaaatgc 


tgttgctctc 


attaggcact 


780 


ggcactactt 


cagagtttga 


taaaacatat 


acagcaaaag 


aggcagctac 


ctggactgct 


840 


gtacattgga 


tgttagttat 


acagaaaatg 


actgatgcag 


caagttctta 


catgactgat 


900 


tattaccttt 


ctactgcttt 


tcaagctctt 


gattcaaaaa 


acaattacct 


cagggttcaa 


960 


gaaaatgcat 


taacaggcac 


aactactgaa 


atggatgatg 


cttctgaggc 


taatatggaa 


1020 
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ttattagtac aagttggtga aaacttattg aagaaaccag tttccgaaga caatcctgaa 
acctatgagg aagctctaaa gaggtttgca aaattgctct ctgataggaa gaaactccga 
gcaaacaaag cttcttat 



1080 
1140 
1158 



<210> 2 
<211> 386 
<212> PRT 

<213> Solarium tuberosum 
<400> 2 

Met Ala Thr Thr Lys Ser Phe Leu lie Leu lie Phe Met lie Leu Ala 
15 10 15 

Thr Thr Ser Ser Thr Phe Ala Gin Leu Gly Glu Met Val Thr Val Leu 
20 25 30 

Ser He Asp Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu 
35 40 45 

Glu Phe Leu Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala 
50 55 60 

Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly 
65 70 75 80 

Leu Leu Thr Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 

Ala Ala Ala Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin 
100 105 110 

He Phe Asn Pro Ser Gly Gin He Leu Gly Pro Lys Tyr Asp Gly Lys 
115 120 125 

Tyr Leu Met Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 ' 160 

Lys Pro Val He Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu 
165 170 175 

Asp Ala Lys Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala Pro Thr 
180 185 190 

Tyr Phe Pro Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro 
210 215 220 

Ala Leu Leu Ser He Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro 
225 230 235 240 

Ala Phe Ala Ser He Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu 
245 250 " 255 
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Ser Leu Gly Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 



Lys Glu Ala Ala Thr Trp Thr Ala Val His Trp Met Leu Val He Gin 
275 280 285 

Lys Met Thr Asp Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser 
2 90 2 95 300 

Thr Ala Phe Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 * 335 

Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn Leu Leu Lys Lys 
340 345 ^ 350 

Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 ' 360 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 375 380 

Ser Tyr 
385 

<210> 3 

<211> 54 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 3 

ggagctcgag aaaagagagg ctgaagctca gttgggagaa atggtgactg ttct 54 

<210> 4 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 4 

ggtctagagg aattctcatt aataagaag 29 

<210> 5 

<211> 1138 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 5 

ggagctcgag aaaagagagg ctgaagctca gttgggagaa atggtgactg ttcttagtat 60 
tgatggaggt ggaattagag ggatcattcc ggctaccatt ctcgaatttc ttgaaggaca 120 
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acttcaggaa 


atggacaata 


atgcagatgc 


aagacttgca 


gattactttg 


atgtaattgg 


180 


aggaacaagt 


acaggaggtt 


tattgactgc 


tatgataagt 


actccaaatg 


aaaacaatcg 


240 


accctttgct 


gctgccaaag 


aaattgtacc 


tttttacttc 


gaacatggcc 


ctcagatttt 


300 


taatcctagt 


ggtcaaattt 


taggcccaaa 


atatgatgga 


aaatatctta 


tgcaagttct 


360 


tcaagaaaaa 


cttggagaaa 


ctcgtgtgca 


tcaagctttg 


acagaagttg 


tcatctcaag 


420 


ctttgacatc 


aaaacaaata 


agccagtaat 


attcactaag 


tcaaatttag 


caaactctcc 


480 


agaattggat 


gctaagatgt 


atgacataag 


ttattccaca 


gcagcagctc 


caacatattt 


540 


tcctccgcat 


tactttgtta 


ctaatactag 


taatggagat 


gaatatgagt 


tcaatcttgt 


600 


tgatggtgct 


gttgctactg 


ttgctgatcc 


ggcgttatta 


tccattagcg 


ttgcaacgag 


660 


acttgcacaa 


aaggatccag 


catttgcttc 


aattaggtca 


ttgaattaca 


aaaaaatgct 


720 


gttgctctca 


ttaggcactg 


gcactacttc 


agagtttgat 


aaaacatata 


cagcaaaaga 


780 


ggcagctacc 


tggactgctg 


tacattggat 


gttagttata 


cagaaaatga 


ctgatgcagc 


840 


aagttcttac 


atgactgatt 


attacctttc 


tactgctttt 


caagctcttg 


attcaaaaaa 


900 


caat t acct c 


agggt tcaag 


aaaa cgca l l 


aacaggcaca 


aCLdCCyaad 


ugga uga Lgc 


you 


ttctgaggct 


aatatggaat 


tattagtaca 


agttggtgaa 


aacttattga 


agaaaccagt 


1020 


ttccgaagac 


aatcctgaaa 


cctatgagga 


agctctaaag 


aggtttgcaa 


aattgctctc 


1080 


tgataggaag 


aaactccgag 


caaacaaagc 


ttcttattaa 


tgagaattcc 


tctagacc 


1138 



<210> 6 

<211> 452 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 6 

Met Arg Phe Pro Ser lie Phe Thr Ala Val Leu Phe Ala Ala Ser Ser 
15 10 15 

Ala Leu Ala Ala Pro Val Asn Thr Thr Thr Glu Asp Glu Thr Ala Gin 
20 25 30 

lie Pro Ala Glu Ala Val lie Gly Tyr Ser Asp Leu Glu Gly Asp Phe 
35 40 45 

Asp Val Ala Val Leu Pro Phe Ser Asn Ser Thr Asn Asn Gly Leu Leu 
50 55 60 

Phe He Asn Thr Thr He Ala Ser He Ala Ala Lys Glu Glu Gly Val 
65 70 75 80 

Ser Leu Glu Lys Arg Glu Ala Glu Ala Gin Leu Gly Glu Met Val Thr 
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85 



90 



95 



Val Leu Ser lie 
100 

lie Leu Glu Phe 
115 

Asp Ala Arg Leu 
130 

Gly Gly Leu Leu 
145 

Pro Phe Ala Ala 



Pro Gin He Phe 
180 

Gly Lys Tyr Leu 
195 

Val His Gin Ala 
210 

Thr Asn Lys Pro 
225 

Glu Leu Asp Ala 



Pro Thr Tyr Phe 
260 

Asp Glu Tyr Glu 
275 

Asp Pro Ala Leu 
290 

Asp Pro Ala Phe 
305 

Leu Leu Ser Leu 



Thr Ala Lys Glu 
340 

He Gin Lys Met 
355 

Leu Ser Thr Ala 
370 

Val Gin Glu Asn 
385 

Ser Glu Ala Asn 
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Asp Gly Gly Gly 



Leu Glu Gly Gin 
120 

Ala Asp Tyr Phe 
135 

Thr Ala Met He 
150 

Ala Lys Glu He 
165 

Asn Pro Ser Gly 



Met Gin Val Leu 
200 

Leu Thr Glu Val 
215 

Val He Phe Thr 
230 

Lys Met Tyr Asp 
245 

Pro Pro His Tyr 



Phe Asn Leu Val 
280 

Leu Ser lie Ser 
295 

Ala Ser He Arg 
310 

Gly Thr Gly Thr 
325 

Ala Ala Thr Trp 



Thr Asp Ala Ala 
360 

Phe Gin Ala Leu 
375 

Ala Leu Thr Gly 

390 

Met Glu Leu Leu 
405 



He Arg Gly He 
105 

Leu Gin Glu Met 



Asp Val He Gly 
140 

Ser Thr Pro Asn 
155 

Val Pro Phe Tyr 
170 

Gin He Leu Gly 
185 

Gin Glu Lys Leu 



Val He Ser Ser 
220 

Lys Ser Asn Leu 
235 

He Ser Tyr Ser 
250 

Phe Val Thr Asn 
265 

Asp Gly Ala Val 



Val Ala Thr Arg 
300 

Ser Leu Asn Tyr 
315 

Thr Ser Glu Phe 
330 

Thr Ala Val His 
345 

Ser Ser Tyr Met 



Asp Ser Lys Asn 
380 

Thr Thr Thr Glu 
395 

Val Gin Val Gly 
410 
5 



He Pro Ala Thr 
110 

Asp Asn Asn Ala 
125 

Gly Thr Ser Thr 



Glu Asn Asn Arg 
160 

Phe Glu His Gly 
175 

Pro Lys Tyr Asp 
190 

Gly Glu Thr Arg 
205 

Phe Asp He Lys 



Ala Asn Ser Pro 
240 

Thr Ala Ala Ala 
255 

Thr Ser Asn Gly 
270 

Ala Thr Val Ala 
285 

Leu Ala Gin Lys 



Lys Lys Met Leu 
32 0 

Asp Lys Thr Tyr 
335 

Trp Met Leu Val 
350 

Thr Asp Tyr Tyr 
365 

Asn Tyr Leu Arg 



Met Asp Asp Ala 
4 00 

Glu Asn Leu Leu 
415 



Lys Lys Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu 
420 425 430 



Lys Arg Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn 
435 4 40 445 

Lys Ala Ser Tyr 
4 50 

<210> 7 

<211> 367 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 7 

Glu Ala Glu Ala Gin Leu Gly Glu Met Val Thr Val Leu Ser He Asp 
15 10 15 

Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu Glu Phe Leu 
20 25 30 

Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala Arg Leu Ala 
35 40 45 

Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr 
50 55 60 

Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala 
65 70 75 80 

Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin He Phe Asn 
85 90 95 

Pro Ser Gly Gin He Leu Gly Pro Lys Tyr Asp Gly Lys Tyr Leu Met 
100 105 HO 

Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu 
115 120 125 

Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val 
130 135 140 

He Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu Asp Ala Lys 
145 150 155 160 

Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro 
165 170 175 

Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe 
180 185 190 

Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu 
195 200 205 

Ser He Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala 
210 215 220 
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Ser lie Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly 

225 230 235 240 

Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala Lys Glu Ala 

245 250 255 



Ala Thr Trp Thr Ala Val His Trp 
260 

Asp Ala Ala Ser Ser Tyr Met Thr 

275 280 



Met Leu Val He Gin Lys Met Thr 
265 270 

Asp Tyr Tyr Leu Ser Thr Ala Phe 
285 



Gin Ala Leu Asp Ser Lys Asn Asn 
290 295 

Leu Thr Gly Thr Thr Thr Glu Met 
305 ^ 310 

Glu Leu Leu Val Gin Val Gly Glu 
325 

Glu Asp Asn Pro Glu Thr Tyr Glu 
340 

Leu Leu Ser Asp Arg Lys Lys Leu 
355 360 



Tyr Leu Arg Val Gin Glu Asn Ala 
300 

Asp Asp Ala Ser Glu Ala Asn Met 
315 320 

Asn Leu Leu Lys Lys Pro Val Ser 
330 335 

Glu Ala Leu Lys Arg Phe Ala Lys 
345 350 

Arg Ala Asn Lys Ala Ser Tyr 
365 



<210> 8 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 



<400> 8 

atgttcgaag aaaaaaggta caat 

<210> 9 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 

<400> 9 

ttgcataaga aattttccat cata 

<210> 10 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 
<400> 10 

tgctgtggaa aaacttatgt cata 
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<210> 11 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 11 

cggaggaaaa aatgttggag ctgc 

<210> 12 

<211> 51 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 



<400> 12 

atgcggagga aaaaatgttg gagctgctgc tgtggaaaaa cttatgtcat a 51 

<210> 13 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 
<400> 13 

ttttgctgta aatgttttat caaa 



<210> 14 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 

<400> 14 

aaccctgagg aaattgtttt ttga 24 

<210> 15 

<211> 24 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic construct 

<400> 15 

agcttcctca aaggtttcag gatt 24 

<210> 16 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 
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<223> Synthetic polypeptide 



<400> 16 

Gin Leu Gly Glu Met Val Thr Val Leu Ser 
15 10 

<210> 17 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 17 

Met Val Thr Val Leu Ser He Asp Gly Gly 
15 10 

<210> 18 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 18 

Leu Ser He Asp Gly Gly Gly He Arg Gly 
1 5 " 10 

<210> 19 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 19 

Gly Gly Gly He Arg Gly He He Pro Ala 
15 10 

<210> 20 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 20 

Arg Gly lie lie Pro Ala Thr He Leu Glu 
15 10 



<210> 21 
<211> 10 
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<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 21 

Pro Ala Thr lie Leu Glu Phe Leu Glu Gly 
15 10 

<210> 22 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 22 

Leu Glu Phe Leu Glu Gly Gin Leu Gin Glu 
15 10 

<210> 23 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 23 

Glu Gly Gin Leu Gin Glu Met Asp Asn Asn 
15 10 

<210> 24 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 24 

Gin Glu Met Asp Asn Asn Ala Asp Ala Arg 
1 5 10 

<210> 25 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 25 



Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr 
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10 



<210> 26 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 26 

Ala Arg Leu Ala Asp Tyr Phe Asp Val lie 

15 10 

<210> 27 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 27 

Asp Tyr Phe Asp Val lie Gly Gly Thr Ser 

1 5 10 

<210> 28 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 28 

Val He Gly Gly Thr Ser Thr Gly Gly Leu 

1 5 10 

<210> 29 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 29 

Thr Ser Thr Gly Gly Leu Leu Thr Ala Met 

1 5 10 

<210> 30 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
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<400> 30 



Gly Leu Leu Thr Ala Met lie Ser Thr Pro 
1 5 10 

<210> 31 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 31 

Ala Met lie Ser Thr Pro Asn Glu Asn Asn 
15 10 

<210> 32 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 32 

Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala 
1 5 10 

<210> 33 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 33 

Asn Asn Arg Pro Phe Ala Ala Ala Lys Glu 
15 10 

<210> 34 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 34 

Phe Ala Ala Ala Lys Glu lie Val Pro Phe 
15 10 

<210> 35 
<211> 10 
<212> PRT 
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<213> Artificial 



<220> 
<223> 


Synthetic polypeptide 


<400> 


35 


Lys Glu lie Val Pro Phe Tyr Phe 
1 5 


<210> 
<211> 
<212> 
<213> 


36 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


36 


Pro Phe Tyr Phe Glu His Gly Pro 
1 5 


<210> 
<211> 
<212> 
<213> 


37 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


37 


Glu His Gly Pro Gin He Phe Asn 
1 5 


<210> 
<211> 
<212> 
<213> 


38 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


38 


Gin He Phe Asn Pro Ser Gly Gin 
1 5 


<210> 
<211> 
<212> 
<213> 


39 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


39 



10 



10 



10 



10 



Pro Ser Gly Gin He Leu Gly Pro Lys Tyr 
1 * 5 * ^ 10 
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<210> 40 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 40 

lie Leu Gly Pro Lys Tyr Asp Gly Lys Tyr 

10 



1 


5 


<210> 
<211> 
<212> 
<213> 


41 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


41 


Lys Tyr Asp Gly Lys Tyr Leu Met Gin 
1 5 


<210> 
<211> 
<212> 
<213> 


42 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


42 


Lys Tyr Leu Met Gin Val Leu Gin Glu 
1 5 


<210> 
<211> 
<212> 
<213> 


43 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


43 


Gin Val Leu Gin Glu Lys Leu Gly Glu 
1 5 


<210> 
<211> 
<212> 
<213> 


44 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 



10 



10 



10 
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<400> 44 



Glu Lys Leu Gly Glu Thr Arg Val His Gin 
1 ^5 10 

<210> 45 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 45 

Glu Thr Arg Val His Gin Ala Leu Thr Glu 
15 10 

<210> 46 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 46 

His Gin Ala Leu Thr Glu Val Val He Ser 
15 10 

<210> 47 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 47 

Thr Glu Val Val He Ser Ser Phe Asp He 
15 10 

<210> 48 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 48 

He Ser Ser Phe Asp He Lys Thr Asn Lys 
1 5 10 

<210> 49 

<211> 10 

<212> PRT 

<213> Artificial 
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<220> 

<223> Synthetic polypeptide 



<400> 49 

Asp lie Lys Thr Asn Lys Pro Val lie Phe 
15 10 

<210> 50 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 50 

Asn Lys Pro Val lie Phe Thr Lys Ser Asn 
15 10 

<210> 51 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 51 

lie Phe Thr Lys Ser Asn Leu Ala Asn Ser 
15 10 

<210> 52 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 52 

Ser Asn Leu Ala Asn Ser Pro Glu Leu Asp 
15 10 

<210> 53 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 53 

Asn Ser Pro Glu Leu Asp Ala Lys Met Tyr 
1 5 10 
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<210> 


54 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


54 


Leu Asp Ala Lys Met Tyr Asp 


1 


5 


<210> 


55 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


55 



Met Tyr Asp lie Ser Tyr Ser Thr Ala Ala 
1 5 10 



<210> 


56 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


56 



Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr 
1 5 10 



<210> 


57 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


57 


Ala Ala Ala Pro Thr Tyr Phe 


1 


5 


<210> 


58 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 



<400> 58 

H: 544092(BNT_01!.DOC) 



Thr Tyr Phe Pro Pro His Tyr Phe Val Thr 
15 10 

<210> 59 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 59 

Pro His Tyr Phe Val Thr Asn Thr Ser Asn 
15 10 

<210> 60 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 60 

Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr 
15 10 

<210> 61 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 61 

Ser Asn Gly Asp Glu Tyr Glu Phe Asn Leu 
15 10 

<210> 62 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 62 

Glu Tyr Glu Phe Asn Leu Val Asp Gly Ala 
15 10 

<210> 63 

<211> 10 

<212> PRT 

<213> Artificial 



H: 544092(BNT 01 ' DOC) 
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<220> 

<223> Synthetic polypeptide 
<400> 63 

Asn Leu Val Asp Gly Ala Val Ala Thr Val 

10 



1 
1 




<210> 
<211> 
<212> 
<213> 


64 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


64 


Gly Ala Val Ala Thr Val Ala Asp 
1 " 5 


<210> 
<211> 
<212> 
<213> 


65 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


65 


Thr Val Ala Asp Pro Ala Leu Leu 
1 " 5 


<210> 
<211> 
<212> 
<213> 


66 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


66 


Pro Ala Leu Leu Ser lie Ser Val 
1 5 


<210> 
<211> 
<212> 
<213> 


67 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


67 


Ser lie Ser Val Ala Thr Arg Leu 
1 5 



10 



10 



10 



10 



<210> 68 
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<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 68 

Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala 

10 



1 


5 


<210> 
<211> 
<212> 
<213> 


69 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


69 


Ala Gin Lys Asp Pro Ala Phe Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


70 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


70 


Pro Ala Phe Ala Ser He Arg Ser 
1 5 


<210> 
<211> 
<212> 
<213> 


71 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


71 


Ser He Arg Ser Leu Asn Tyr Lys 
1 5 


<210> 
<211> 
<212> 
<213> 


72 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


72 



10 



10 



10 



H: 544092(BNT_01!.DOC) 
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Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser 
1 5 10 



<210> 73 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 73 

Lys Met Leu Leu Leu Ser Leu Gly Thr Gly 
15 10 

<210> 74 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 74 

Leu Ser Leu Gly Thr Gly Thr Thr Ser Glu 
15 10 

<210> 75 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 75 

Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr 
15 10 

<210> 76 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 76 

Ser Glu Phe Asp Lys Thr Tyr Thr Ala Lys 
15 10 

<210> 77 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

H: 544092(BNT_0I I.DOC) 2 1 



<223> Synthetic polypeptide 



<400> 77 



Lys Thr 


Tyr Thr Ala Lys Glu Ala 


± 


5 


< Z 1 U> 


1 Q 
1 0 


<211> 


10 


<212> 


PRT 


<Z 1 J> 


7\ v 4- -FA /~<t ^1 
Ail 1 1 1 CI a X 


<220> 




<223> 


Synthetic polypeptide 


< 4 UU> 


1 0 


Ala Lys 


; Glu Ala Ala Thr Trp Thr 


i 

i 


-J 


<210> 


1 y 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


79 


Ala Thr Trp Thr Ala Val His Trp 


1 


5 


<210> 


80 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


80 


Ala Val His Trp Met Leu Val lie 


1 


5 


<210> 


81 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


81 



10 



10 



10 



10 



Met Leu Val He Gin Lys Met Thr Asp Ala 
1 5 10 



<210> 82 
<211> 10 

H: 544092(BNT_01!.DOC) 
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<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 82 

Gin Lys Met Thr Asp Tyr Tyr Leu Ser Thr 

10 



1 


5 


<210> 
<211> 
<212> 
<213> 


83 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


83 


Asp Ala Ala Ser Ser Tyr Met Thr 
1 5 


<210> 
<211> 
<212> 
<213> 


84 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


84 


Ser Tyr Met Thr Asp Tyr Tyr Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


85 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


85 


Asp Tyr Tyr Leu Ser Thr Ala Phe 
1 ~ 5 


<210> 
<211> 
<212> 
<213> 


86 
10 
PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


86 



10 



10 



10 



Ser Thr Ala Phe Gin Ala Leu Asp Ser Lys 

H: 544092(BNT_01 !.DOC) 23 



1 



5 



10 



<210> 87 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 87 

Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu 
1 5 10 

<210> 88 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 88 

Ser Lys Asn Asn Tyr Leu Arg Val Gin Glu 
1 " 5 10 

<210> 89 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 89 

Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr 
15 10 

<210> 90 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 90 

Gin Glu Asn Ala Leu Thr Gly Thr Thr Thr 
15 10 

<210> 91 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

H: 544092(BNT_01!.DOC) 24 



<400> 91 



Leu Thr Gly Thr Thr Thr Glu Met Asp Asp 
1 " 5 10 

<210> 92 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 92 

Thr Thr Glu Met Asp Asp Ala Ser Glu Ala 
15 10 

<210> 93 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 93 

Asp Asp Ala Ser Glu Ala Asn Met Glu Leu 
15 10 

<210> 94 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 94 

Glu Ala Asn Met Glu Leu Leu Val Gin Val 
15 10 

<210> 95 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 95 

Glu Leu Leu Val Gin Val Gly Glu Asn Leu 
15 10 

<210> 96 
<211> 10 
<212> PRT 

H: 544092(B NT_0ll.DOC) 25 



<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 96 

Gin Val Gly Glu Asn Leu Leu Lys Lys Pro 
1 ^ 5 ^ ' 10 



<210> 


97 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


97 


Asn Leu Leu Lys Lys Pro Val , 


1 


5 


<210> 


98 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


98 



Ser Glu Asp 
10 



Lys Pro Val Ser Glu Asp Asn Pro Glu Thr 
1 5 10 



<210> 


99 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


99 


Glu Asp Asn Pro Glu Thr Tyr i 


1 


5 


<210> 


100 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


100 



Glu Glu Ala 
10 



Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe 
15 10 

H: 544092(BNT_01 1.DOC) 26 



<210> 


101 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


101 


Glu Ala Leu Lys Arg Phe Ala Lys 
1 5 


<210> 


102 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


102 


Arg Phe Ala Lys Leu Leu Ser Asp 
1 5 


<210> 


103 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


103 


Leu Leu Ser Asp Arg Lys Lys Leu 
1 5 


<210> 


104 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


104 


Arg Lys Lys Leu Arg Ala Asn Lys 
1 5 


<210> 


105 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 



10 



10 



10 



10 



<220> 

<223> Synthetic polypeptide 
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<400> 105 



Asp Tyr Phe Asp Val He Gly Gly Thr Ser 
i S 10 



<210> 


106 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


106 



Asp Tyr Phe Asp Val He Ala Gly Thr Ser 
J 10 



1 


5 


<210> 
<211> 
<212> 
<213> 


107 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


107 


Val He Gly Gly Thr Ser Thr Gly 
1 5 


<210> 
<211> 
<212> 
<213> 


108 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


108 


Val He Ala Gly Thr Ser Thr Gly 
1 5 


<210> 
<211> 
<212> 
<213> 


109 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


109 


Ala Phe Tyr Phe Glu His Gly Pro 
1 * 5 


<210> 
<211> 
<212> 
<213> 


110 

10 

PRT 

Artificial 



10 



10 



10 
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<220> 

<223> Synthetic polypeptide 



<400> 110 

Pro Ala Tyr Phe Glu His Gly Pro Gin lie 
15 10 



<210> 


111 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


111 


Pro Phe Ala Phe Glu His Gly 


1 


5 


<210> 


112 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


112 



10 



Pro Phe Tyr Ala Glu His Gly Pro Gin He 
15 10 



<210> 


113 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


113 


Pro Phe Tyr Phe Ala His Gly Pro 


1 


5 


<210> 


114 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


114 



10 



Pro Phe Tyr Phe Glu Ala Gly Pro Gin He 
1 5 J 10 



H: 544092(BNT_01!.DOC) 



29 



<210> 115 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 115 

Pro Phe Tyr Phe Glu His Ala Pro Gin II. 
15 10 

<210> 116 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 116 

Pro Phe Tyr Phe Glu His Gly Ala Gin II 
15 10 

<210> 117 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 117 

Pro Phe Tyr Phe Glu His Gly Pro Ala II 
1-5 10 

<210> 118 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 118 

Pro Phe Tyr Phe Glu His Gly Pro Gin Al 
15 * 10 

<210> 119 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 



<400> 119 

H: 544092(BNTT_0n.DOC) 



Thr Phe Tyr Leu Glu Asn Gly Pro Lys lie 
15 * 10 



<210> 120 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 120 

Pro Phe Phe Phe Glu His Gly Pro Gin lie 
1 5 10 

<210> 121 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 121 

Ala Tyr Leu Met Gin Val Leu Gin Glu Lys 
15 10 

<210> 122 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 122 

Lys Ala Leu Met Gin Val Leu Gin Glu Lys 
15 10 

<210> 123 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 123 

Lys Tyr Ala Met Gin Val Leu Gin Glu Lys 
1 5 10 

<210> 124 

<211> 10 

<212> PRT 

<213> Artificial 



H: 544092(BNT_01!.DOC) 



31 



<220> 

<223> Synthetic polypeptide 



<400> 124 

Lys Tyr Leu Ala Gin Val Leu Gin Glu Lys 
1 " 5 10 



<210> 


125 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


125 


Lys Tyr Leu Met Ala Val Leu < 


1 


5 


<210> 


126 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


126 



10 



Lys Tyr Leu Met Gin Ala Leu Gin Glu Lys 
1 ' 5 10 



<210> 


127 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


127 


Lys Tyr Leu Met Gin Val Ala Gin 


1 


5 


<210> 


128 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


128 



10 



Lys Tyr Leu Met Gin Val Leu Ala Glu Lys 
15 10 



<210> 129 
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<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 129 

Lys Tyr Leu Met Gin Val Leu Gin Ala Lys 
15 10 

<210> 130 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 130 

Lys Tyr Leu Met Gin Val Leu Gin Glu Ala 
1 ' 5 10 



<210> 


131 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


131 



Val Phe Leu His Asp Lys lie Lys Ser Leu 
1 5 10 

<210> 132 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 132 

Ala Tyr Ser Thr Ala Ala Ala Pro Thr Tyr 
15 10 

<210> 133 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 133 



H: 544O92(BNT_01!.DOC) 
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Ser Ala Ser Thr Ala Ala Ala Pro Thr Tyr 
15 10 



<210> 
<211> 
<212> 
<213> 


134 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


134 


Ser Tyr Ala Thr Ala Ala Ala i 
1 " 5 


<210> 
<211> 
<212> 
<213> 


135 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


135 


Ser Tyr Ser Ala Ala Ala Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


136 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


136 


Ser Tyr Ser Thr Ala Ala Ala , 
1 5 


<210> 
<211> 
<212> 
<213> 


137 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


137 


Ser Tyr Ser Thr Ala Ala Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


138 

10 

PRT 

Artificial 



10 



10 



10 



10 



<220> 
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<223> Synthetic polypeptide 



<400> 138 

Ser Tyr Ser Thr Ala Ala Ala Pro Thr Ala 
15 10 



<210> 
<211> 
<212> 
<213> 


139 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


139 


Cys lie Ser Thr Ser Ala Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


140 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


140 


Ser Tyr Ser Thr Ala Ala Ala 
1 * 5 


<210> 
<211> 
<212> 
<213> 


141 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


141 


Ala Phe Ala Ala Ala Ala Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


142 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


142 



10 



10 



10 



Ser Tyr Ser Thr Ala Ala Ala Pro Thr Phe 
15 10 



<210> 143 
<211> 10 
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<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 



<400> 143 



Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro 



10 



<210> 144 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 144 

Ser Thr Ser Ala Ala Pro Thr Phe Phe Pro 
1 5 10 



<210> 145 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 145 

Ser Thr Ser Ala Ala Pro Thr Ala Phe Pro 
1 5 10 



<210> 146 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 



<400> 146 

Ser Thr Ala Ala Ala Pro Thr Phe Phe Pro 
R 10 



<210> 147 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 147 

Ala Ala Ala Ala Thr Tyr Phe Pro Pro His 

H:544092(BNT_0]!.DOC) 3' 



1 



5 



10 



<210> 148 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 148 

Ala Ala Ala Pro Ala Tyr Phe Pro Pro His 
1 5 10 

<210> 149 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 149 

Ala Ala Ala Pro Thr Ala Phe Pro Pro His 
15 10 

<210> 150 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 150 

Ala Ala Ala Pro Thr Tyr Ala Pro Pro His 
1 5 10 

<210> 151 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 151 

Ala Ala Ala Pro Thr Tyr Phe Ala Pro His 
15 10 

<210> 152 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 

H: 544092(BNT OH.DOC) 
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<400> 152 



Ala Ala Ala Pro Thr Tyr Phe Pro Ala His 
15 10 

<210> 153 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 153 

Ala Ala Ala Pro Thr Tyr Phe Pro Pro Ala 
1 5 10 

<210> 154 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 154 

Ser Ala Ala Pro Thr Tyr Phe Pro Ala His 
1 5 10 

<210> 155 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 155 

Ala Ala Ala Pro Ala Phe Phe Pro Pro His 
15 10 

<210> 156 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 156 

Ala Ala Ala Pro Pro Phe Phe Pro Pro His 
1 5 10 

<210> 157 
<211> 10 
<212> PRT 

H: 544092(BNT_0 1 ! DOC) 3 8 



<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 157 

Ala Ala Ala Pro Thr Phe Phe Pro Pro His 
15 10 

<210> 158 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 158 

Ser lie Ser Val Ala Thr Arg Leu Ala Gin 
15 10 

<210> 159 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 159 

Ala Met Ser Met Leu Thr Lys Glu Val His 
15 10 

<210> 160 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 160 

Pro Ala Phe Ala Ser lie Arg Ser Leu Asn 
15 10 

<210> 161 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 161 



Pro Asn Phe Asn Ala Gly Ser Pro Thr Glu 
15 10 

H: S44092(BNT_0] t.DOC) 39 



<210> 


162 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


162 



Lys Met Leu Leu Leu Ser Leu Gly Thr Gly 
i s 10 



<210> 


163 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


163 



Asn Tyr Leu lie He Ser Val Gly Thr Gly 

10 



1 


5 


<210> 
<211> 
<212> 
<213> 


164 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


164 


Lys Met Leu Leu Leu Ser Leu Gly Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


165 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


165 


Ala Glu Phe Asp Lys Thr Tyr Thr Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


166 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 



10 



10 
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<400> 166 



Ser Ala Phe Asp Lys Thr Tyr Thr Ala Lys 
1 5 10 



<210> 
<211> 
<212> 
<213> 



167 

10 

PRT 

Artificial 



<220> 

<223> Synthetic polypeptide 

<400> 167 

Ser Glu Ala Asp Lys Thr Tyr Thr Ala Lys 
1 5 10 

<210> 168 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 




<223> 


Synthetic polypeptide 


<400> 


168 


Ser Glu Phe Ala Lys Thr Tyr ' 


1 


5 


<210> 


169 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


169 



10 



Ser Glu Phe Asp Ala Thr Tyr Thr Ala Lys 
1 5 10 



<210> 


170 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


170 



Ser Glu Phe Asp Lys Ala Tyr Thr Ala Lys 
1 5 10 

<210> 171 
<211> 10 
<212> PRT 
<213> Artificial 

H: 544092(BNT_01 !.DOC) 4 1 



<220> 

<223> Synthetic polypeptide 



<400> 171 

Ser Glu Phe Asp Lys Thr Ala Thr Ala Lys 
1 * 5 10 

<210> 172 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 172 

Ser Glu Phe Asp Lys Thr Tyr Ala Ala Lys 
15 10 

<210> 173 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 173 

Ser Glu Phe Asp Lys Thr Tyr Thr Ala Ala 
15 10 

<210> 174 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 174 

Lys Gin Ala Glu Lys Tyr Thr Ala Glu Gin 
15 10 

<210> 175 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 175 

Ser Glu Phe Asp Ala Ala Phe Ala Ala Ala 
15 10 
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<210> 176 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 176 

Ser Glu Phe Asp Lys Thr Phe Thr Ala Lys 
1 5 10 



<210> 177 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 177 

Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala 
1 J 5 10 



<210> 178 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 178 

Ala Thr Tyr Thr Ala Lys Glu Ala Ala Thr 
1 5 10 



<210> 179 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 179 

Lvs Ala Tyr Thr Ala Lys Glu Ala Ala Thr 
S 10 



<210> 180 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 180 

H: 544092(BNT_01!.DOC) 



Lys Thr Ala Thr Ala Lys Glu Ala Ala Thr 
15 10 



<210> 


181 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


181 


Lys Thr Tyr Ala Ala Lys Glu Ala 


1 


5 


<210> 


182 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


182 


Lys Thr Tyr Thr Ala Ala Glu Ala 


1 


5 


<210> 


183 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


183 


Lys Thr Tyr Thr Ala Lys Ala Ala 


1 


5 


<210> 


184 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


184 


Lys Thr 


• Tyr Thr Ala Lys Glu Ala 


1 


5 


<210> 


185 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


H: 544092(BNT_0l!.DOC) 
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<220> 

<223> Synthetic polypeptide 



<400> 185 

Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys 

10 



1 




<210> 
<211> 
<212> 
<213> 


186 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


186 


Ala Ala Phe Ala Ala Ala Glu Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


187 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


187 


Lys Thr Phe Thr Ala Lys Glu Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


188 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


188 


Gin Ala Leu His Cys Glu Lys Lys 
1 5 


<210> 
<211> 
<212> 
<213> 


189 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


189 



10 



10 



10 



Gin Ala Leu Asp Ser Lys Ala Ala Tyr Leu 
1 5 10 



<210> 190 
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<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 190 



Gin Ala 


Leu Asp Ser Lys Asn Asn 


i 
i 


5 


<210> 


191 


<211> 


10 


<212> 


PRT 


< Z 1 


t\L Lx-L-LL.-La.-L 


<220> 




<r 9 9 
Z Z -J/ 


Q\;TTt"hpt" i n T>ol vnpnf ids 


< 4 UU> 


1 Q 1 

i y i 


Gin Ala 


i Leu His Cys Glu Asn Asn 


1 


5 


<210> 


192 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


192 


Cys Glu Lys Lys Tyr Leu Arg lie 


1 


5 


<210> 


193 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


193 


Ser Lys Asn Asn Phe Leu Arg Val 


1 


5 


<210> 


194 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


194 



10 



10 



10 



10 
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Ser Glu Asn Asn Tyr Leu Arg Val Gin Glu 

10 



1 


5 


<210> 
<211> 
<212> 
<213> 


195 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


195 


Ala Leu Arg Val Gin Glu Asn Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


196 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


196 


Tyr Ala Arg Val Gin Glu Asn Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


197 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


197 


Tyr Leu Ala Val Gin Glu Asn Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


198 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


198 


Tyr Leu Arg Ala Gin Glu Asn Ala 
1 ~ 5 


<210> 
<211> 
<212> 
<213> 


199 

10 

PRT 

Artificial 



10 



10 



10 



10 



<220> 
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<223> 


Synthetic polypeptide 


<400> 


199 


Tyr Leu Arg Val Ala Glu Asn , 


i 


E. 

Z) 


<210> 


200 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


200 



10 



Tyr Leu Arg Val Gin Ala Asn Ala Leu Thr 
15 10 



<210> 
<211> 
<212> 
<213> 


201 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


201 


Tyr Leu Arg Val Gin Glu Ala i 
1 5 


<210> 
<211> 
<212> 
<213> 


202 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


202 


Tyr Leu Arg Val Gin Glu Asn ; 
1 ' 5 


<210> 
<211> 
<212> 
<213> 


203 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


203 


Tyr Leu Arg Val Gin Glu Asn . 
1 5 



10 



10 



10 



<210> 204 
<211> 10 
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s O 1 On 


DPT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


204 


Tyr Leu Arg lie Gin Asp Asp ' 


1 


5 


<210> 


205 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


205 



10 



Tyr Leu Thr Val Ala Ala Ala Ala Leu Thr 
1 5 10 



<210> 
<211> 
<212> 
<213> 


206 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


206 


Phe Leu Arg Val Gin Glu Asn 1 
1 5 


<210> 
<211> 
<212> 
<213> 


207 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


207 


Asn Asn Tyr Leu Arg Val Gin < 
1 5 


<210> 
<211> 
<212> 
<213> 


208 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


208 



10 



10 



Lys Lys Tyr Leu Arg lie Gin Asp Asp Thr 
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1 



5 



10 



<210> 


209 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


209 



Asn Asn Phe Leu Arg Val Gin Glu Asn Ala 
1 5 10 



<210> 


210 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


210 


Asn Ala Tyr Leu Arg Val Gin ( 


1 


5 


<210> 


211 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


211 



10 



Ala Thr Tyr Glu Glu Ala Lys Leu Arg Phe 
1 ' 5 10 



<210> 


212 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


212 



Glu Ala Tyr Glu Glu Ala Leu Lys Arg Phe 
1 5 10 

<210> 213 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
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<400> 213 



Glu Thr Ala Glu Glu Ala Leu Lys Arg Phe 
1 5 10 



<210> 214 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 214 

Glu Thr Tyr Ala Glu Ala Leu Lys Arg Phe 
1 5 10 



<210> 215 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 215 

Glu Thr Tyr Glu Ala Ala Leu Lys Arg Phe 
1 5 10 



<210> 216 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 216 

Glu Thr Tyr Glu Glu Ala Ala Lys Arg Phe 
1 5 10 



<210> 217 

<211> 10 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 217 

Glu Thr Tyr Glu Glu Ala Leu Ala Arg Phe 
1 5 10 



<210> 218 
<211> 10 
<212> PRT 

H: 544092(BNT_01!.DOC) 



<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 218 

Glu Thr Tyr Glu Glu Ala Leu Lys Ala Phe 
1 ' 5 10 



<210> 
<211> 
<212> 
<213> 


219 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


219 


Glu Thr Tyr Glu Glu Ala Leu J 
1 5 


<210> 
<211> 
<212> 
<213> 


220 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


220 


Gly Thr Asn Ala Gin Ser Leu , 
1 5 


<210> 
<211> 
<212> 
<213> 


221 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


221 


Glu Thr Tyr Glu Ala Ala Leu > 
1 5 


<210> 
<211> 
<212> 
<213> 


222 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


222 



10 



10 



10 



Glu Thr Phe Glu Glu Ala Leu Lys Arg Phe 
15 10 
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<210> 223 



<211> 


10 






<212> 


PRT 






<213> 


Artificial 






<220> 








<223> 


Synthetic polypeptide 






<400> 


223 






Tyr Glu Glu Ala Leu Lys Thr Phe 
1 5 


Ala 


Lys 
10 


<210> 


224 






<211> 


10 






<212> 


PRT 






<213> 


Artificial 






<220> 








<223> 


Synthetic polypeptide 






<400> 


224 






Phe Glu Glu Ala Leu Lys Arg Phe 
1 5 


Ala 


Lys 
10 


<210> 


225 






<211> 


10 






<212> 


PRT 






<213> 


Artificial 






<220> 








<223> 


Synthetic polypeptide 






<400> 


225 






Ala Ala Leu Lys Arg Phe Ala Lys 
1 5 


Leu 


Leu 
10 


<210> 


226 






<211> 


10 






<212> 


PRT 







<213> Artificial 
<220> 

<223> Synthetic polypeptide 

<400> 226 

Glu Ala Ala Lys Arg Phe Ala Lys Leu Leu 
1 5 10 

<210> 227 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
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<400> 227 



Glu Ala Leu Ala Arg Phe Ala Lys Leu Leu 

10 



1 


5 


<210> 


228 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


228 


Glu Ala 


T,p?i T,v^ A 1 Pl Php Alp 


1 


5 


N C. X \J ' 


Z) 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


229 



10 



Glu Ala Leu Lys Arg Ala Ala Lys Leu Leu 
1 5 10 



<210> 


230 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


230 


Glu Ala Leu Lys Arg Phe Ala Ala 


1 


5 


<210> 


231 


<211> 


10 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


Synthetic polypeptide 


<400> 


231 



10 



Glu Ala Leu Lys Arg Phe Ala Lys Ala Leu 
1 5 10 

<210> 232 
<211> 10 
<212> PRT 
<213> Artificial 
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<220> 

<223> Synthetic polypeptide 



<400> 232 

Glu Ala Leu Lys Arg Phe Ala Lys Leu Ala 
1 5 10 



<210> 
<211> 
<212> 
<213> 


233 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


233 


Gin Ser Leu Ala Asp Phe Ala 
1 5 


<210> 
<211> 
<212> 
<213> 


234 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


234 


Ala Ala Leu Ala Ala Phe Ala : 
1 5 


<210> 
<211> 
<212> 
<213> 


235 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


235 


Leu Ala Asp Phe Ala Lys Gin 
1 5 


<210> 
<211> 
<212> 
<213> 


236 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


236 



10 



10 



10 



Asp Phe Ala Lys Gin Leu Ser Asp Glu Arg 
1 5 10 
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<210> 
<211> 
<212> 
<213> 


237 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


237 


Ala Phe Ala Ala Leu Leu Ser Asp 
1 5 


<210> 
<211> 
<212> 
<213> 


238 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


238 


Ser Thr Ala Ala Ala Pro Thr Tyr 
1 5 


<210> 
<211> 
<212> 
<213> 


239 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


239 


Leu Lys Arg Phe Ala Lys Leu Leu 
1 5 


<210> 
<211> 
<212> 
<213> 


240 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 


<400> 


240 


Gin Ala Leu Asp Ser Glu Asn Asn 
1 5 


<210> 
<211> 
<212> 
<213> 


241 

10 

PRT 

Artificial 


<220> 
<223> 


Synthetic polypeptide 



10 



10 



10 



10 



<400> 241 
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Ser Asp Leu Ala Asp Phe Ala Lys Gin Leu 
1 5 10 

<210> 242 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 242 

ggagctcgag aaaagagagg ctgaagcttc attgaattac aaaaaaatgc tgttg 55 



<210> 


243 


<211> 


42 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic construct 


<400> 


243 



tcccaactgt cctggtccat aagaagcttt gtttgctcgg ag 42 



<210> 


244 


<211> 


36 


<212> 


DNA 


<213> 


Artificial 


<220> 




<223> 


Synthetic construct 


<400> 


244 



gcttcttatg gaccaggaca gttgggagaa atggtg 36 

<210> 245 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 245 

ggtctagagg aattctcatt acctaattga agcaaatgc 39 

<210> 246 

<211> 1128 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 246 

tcgagaaaag agaggctgaa gcttcattga attacaaaaa aatgctgttg ctctcattag 60 
gcactggcac tacttcagag tttgataaaa catatacagc aaaagaggca gctacctgga 120 
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ctgctgtaca 


ttggatgtta 


gttatacaga 


aaatgactga 


tgcagcaagt 


tcttacatga 


180 


ctgattatta 


cctttctact 


gcttttcaag 


ctcttgattc 


aaaaaacaat 


tacctcaggg 


240 


ttcaagaaaa 


tgcattaaca 


ggcacaacta 


ctgaaatgga 


tgatgcttct 


gaggctaata 


300 


tggaattatt 


agtacaagtt 


ggtgaaaact 


tattgaagaa 


accagtttcc 


gaagacaatc 


360 


ctgaaaccta 


tgaggaagct 


ctaaagaggt 


ttgcaaaatt 


gctctctgat 


aggaagaaac 


420 


tccgagcaaa 


caaagcttct 


tatggaccag 


gacagttggg 


agaaatggtg 


actgttctta 


480 


gtattgatgg 


aggtggaatt 


agagggatca 


ttccggctac 


cattctcgaa 


tttcttgaag 


540 


gacaacttca 


ggaaatggac 


aataatgcag 


atgcaagact 


tgcagattac 


tttgatgtaa 


600 


ttggaggaac 


aagtacagga 


ggtttattga 


ctgctatgat 


aagtactcca 


aatgaaaaca 


660 


atcgaccctt 


tgctgctgcc 


aaagaaattg 


taccttttta 


cttcgaacat 


ggccctcaga 


720 


tttttaatcc 


tagtggtcaa 


attttaggcc 


caaaatatga 


tggaaaatat 


cttatgcaag 


780 


ttcttcaaga 


aaaacttgga 


gaaactcgtg 


tgcatcaagc 


tttgacagaa 


gttgtcatct 


840 


caagctttga 


catcaaaaca 


aataagccag 


taatattcac 


taagtcaaat 


ttagcaaact 


900 


ctccagaatt 


ggatgctaag 


atgtatgaca 


taagttattc 


cacagcagca 


gctccaacat 


960 


attttcctcc 


gcattacttt 


gttactaata 


ctagtaatgg 


agatgaatat 


gagttcaatc 


1020 


ttgttgatgg 


tgctgttgct 


actgttgctg 


atccggcgtt 


attatccatt 


agcgttgcaa 


1080 


cgagacttgc 


acaaaaggat 


ccagcatttg 


cttcaattag 


gtaatgag 




1128 



<210> 247 

<211> 366 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 247 

Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly Thr Gly Thr 
15 10 15 

Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala Lys Glu Ala Ala Thr Trp 
20 25 " 30 

Thr Ala Val His Trp Met Leu Val He Gin Lys Met Thr Asp Ala Ala 
35 40 45 

Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser Thr Ala Phe Gin Ala Leu 
50 55 ' 60 

Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr Gly 
65 70 75 80 

Thr Thr Thr Glu Met Asp Asp Ala Ser Glu Ala Asn Met Glu Leu Leu 
85 90 95 
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Val Gin Val Gly Glu Asn Leu Leu Lys Lys Pro Val Ser Glu Asp Asn 
100 105 110 



Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu Ser 
115 ^ 120 " 125 

Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser Tyr Gly Pro Gly Gin 
130 ' 135 14 0 

Leu Gly Glu Met Val Thr Val Leu Ser He Asp Gly Gly Gly He Arg 
145 ' 150 155 160 

Gly He He Pro Ala Thr He Leu Glu Phe Leu Glu Gly Gin Leu Gin 
165 170 175 

Glu Met Asp Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr Phe Asp Val 
180 185 190 

He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr Ala Met He Ser Thr 
195 200 205 

Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala Lys Glu lie Val Pro 
210 215 220 

Phe Tyr Phe Glu His Gly Pro Gin He Phe Asn Pro Ser Gly Gin He 
225 230 235 240 

Leu Gly Pro Lys Tyr Asp Gly Lys Tyr Leu Met .Gin Val Leu Gin Glu 
245 250 255 

Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu Thr Glu Val Val He 
260 265 270 

Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val He Phe Thr Lys Ser 
275 280 285 

Asn Leu Ala Asn Ser Pro Glu Leu Asp Ala Lys Met Tyr Asp He Ser 
290 295 300 

Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro Pro His Tyr Phe Val 
305 310 315 320 

Thr Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe Asn Leu Val Asp Gly 
325 330 335 

Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu Ser He Ser Val Ala 
340 345 350 

Thr Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala Ser He Arg 
355 360 365 

<210> 248 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 



<400> 248 
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ggagctcgag 


aaaagagagg 


ctgaagctaa 


tactagtaat 


ggagatgaat 


atgag 


55 


<210> 249 
<211> 39 
<212> DNA 
<213> Artificial 












<220> 

<223> Synthetic construct 










<400> 249 
ggtctagagg 


aattctcatt 


aagtaacaaa 


gtaatgcgg 






39 


<210> 250 
<211> 1128 
<212> DNA 
<213> Artificial 












<220> 

<223> Synthetic construct 










<400> 250 
tcgagaaaag 


agaggctgaa 


gctaatacta 


gtaatggaga 


tgaatatgag 


ttcaatcttg 


60 


ttgatggtgc 


tgttgctact 


gttgctgatc 


cggcgttatt 


atccattagc 


gttgcaacga 


120 


gacttgcaca 


aaaggatcca 


gcatttgctt 


caattaggtc 


attgaattac 


aaaaaaatgc 


180 


tgttgctctc 


attaggcact 


ggcactactt 


cagagtttga 


taaaacatat 


acagcaaaag 


240 


aggcagctac 


ctggactgct 


gtacattgga 


tgttagttat 


acagaaaatg 


actgatgcag 


300 


caagttctta 


catgactgat 


tattaccttt 


ctactgcttt 


tcaagctctt 


gattcaaaaa 


360 


acaattacct 


cagggttcaa 


gaaaatgcat 


taacaggcac 


aactactgaa 


atggatgatg 


420 


cttctgaggc 


taatatggaa 


ttattagtac 


aagttggtga 


aaacttattg 


aagaaaccag 


480 


tttccgaaga 


caatcctgaa 


acctatgagg 


aagctctaaa 


gaggtttgca 


aaattgctct 


540 


ctgataggaa 


gaaactccga 


gcaaacaaag 


cttcttatgg 


accaggacag 


ttgggagaaa 


600 


tggtgactgt 


tcttagtatt 


gatggaggtg 


gaattagagg 


gatcattccg 


gctaccattc 


660 


tcgaatttct 


tgaaggacaa 


cttcaggaaa 


tggacaataa 


tgcagatgca 


agacttgcag 


720 


attactttga 


tgtaattgga 


ggaacaagta 


caggaggttt 


attgactgct 


atgataagta 


780 


ctccaaatga 


aaacaatcga 


ccctttgctg 


ctgccaaaga 


aattgtacct 


ttttacttcg 


840 


aacatggccc 


tcagattttt 


aatcctagtg 


gtcaaatttt 


aggcccaaaa 


tatgatggaa 


900 


aatatcttat 


gcaagttctt 


caagaaaaac 


ttggagaaac 


tcgtgtgcat 


caagctttga 


960 


cagaagttgt 


catctcaagc 


tttgacatca 


aaacaaataa 


gccagtaata 


ttcactaagt 


1020 


caaatttagc 


aaactctcca 


gaattggatg 


ctaagatgta 


tgacataagt 


tattccacag 


1080 


cagcagctcc 


aacatatttt 


cctccgcatt 


actttgttac 


ttaatgag 




1128 



<210> 251 
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<211> 366 
<212> PRT 
<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 251 

Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe Asn Leu Val Asp Gly Ala 
1 5 10 15 

Val Ala Thr Val Ala Asp Pro Ala Leu Leu Ser lie Ser Val Ala Thr 
20 25 30 



Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala Ser lie Arg Ser Leu Asn 
35 40 45 

Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly Thr Gly Thr Thr Ser Glu 



55 60 



50 

Phe Asp Lys Thr Tyr Thr Ala Lys Glu Ala Ala Thr Trp Thr Ala Val 
65 ' ' ™ 75 

His Trp Met Leu Val He Gin Lys Met Thr Asp Ala Ala Ser Ser Tyr 

90 y5 



85 



Met Thr Asp Tyr Tyr Leu Ser Thr Ala Phe Gin Ala Leu Asp Ser Lys 
100 105 HO 

Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr Gly Thr Thr Thr 
115 120 125 

Glu Met Asp Asp Ala Ser Glu Ala Asn Met Glu Leu Leu Val Gin Val 

130 ' 135 I 40 

Gly Glu Asn Leu Leu Lys Lys Pro Val Ser Glu Asp Asn Pro Glu Thr 
145 I 50 

Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu Ser Asp Arg Lys 
Y 165 "0 I 75 

Lys Leu Arg Ala Asn Lys Ala Ser Tyr Gly Pro Gly Gin Leu Gly Glu 
180 185 190 

Met Val Thr Val Leu Ser lie Asp Gly Gly Gly He Arg Gly He lie 
195 200 205 

Pro Ala Thr lie Leu Glu Phe Leu Glu Gly Gin Leu Gin Glu Met Asp 
210 215 220 

Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr Phe Asp Val lie Gly Gly 
225 230 235 

Thr Ser Thr Gly Gly Leu Leu Thr Ala Met lie Ser Thr Pro Asn Glu 
245 250 255 

Asn Asn Arg Pro Phe Ala Ala Ala Lys Glu lie Val Pro Phe Tyr Phe 
260 265 270 

Glu His Gly Pro Gin lie Phe Asn Pro Ser Gly Gin lie Leu Gly Pro 

H: 544092(BNT_01! DOC) 61 



275 

Lys Tyr Asp Gly Lys Tyr Leu 
290 295 

Glu Thr Arg Val His Gin Ala 
305 310 

Asp lie Lys Thr Asn Lys Pro 
32 5 

Asn Ser Pro Glu Leu Asp Ala 
340 

Ala Ala Ala Pro Thr Tyr Phe 
355 

<210> 252 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 252 

ggagctcgag aaaagagagg ctgaagctag ttattccaca gcagcagctc caaca 55 

<210> 253 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 253 

ggtctagagg aattctcatt atatgtcata catcttagc 39 

<210> 254 

<211> 1128 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 254 

tcgagaaaag agaggctgaa gctagttatt ccacagcagc agctccaaca tattttcctc 60 

cgcattactt tgttactaat actagtaatg gagatgaata tgagttcaat cttgttgatg 120 

gtgctgttgc tactgttgct gatccggcgt tattatccat tagcgttgca acgagacttg 180 

cacaaaagga tccagcattt gcttcaatta ggtcattgaa ttacaaaaaa atgctgttgc 240 

tctcattagg cactggcact acttcagagt ttgataaaac atatacagca aaagaggcag 300 

ctacctggac tgctgtacat tggatgttag ttatacagaa aatgactgat gcagcaagtt 360 

cttacatgac tgattattac ctttctactg cttttcaagc tcttgattca aaaaacaatt 420 

H; 544092(BNT_01!.DOC) 62 



280 

Met Gin Val 

Leu Thr Glu 

Val He Phe 
330 

Lys Met Tyr 
345 

Pro Pro His 
360 



285 

Leu Gin Glu 
300 

Val Val He 
315 

Thr Lys Ser 



Asp He Ser 



Tyr Phe Val 
365 



Lys Leu Gly 



Ser Ser Phe 
320 

Asn Leu Ala 
335 

Tyr Ser Thr 
350 

Thr 



acctcagggt 


tcaagaaaat 


gcattaacag 


gcacaactac 


tgaaatggat 


gatgcttctg 


480 


aggctaatat 


ggaattatta 


gtacaagttg 


gtgaaaactt 


attgaagaaa 


ccagtttccg 


540 


aagacaatcc 


tgaaacctat 


gaggaagctc 


taaagaggtt 


tgcaaaattg 


ctctctgata 


600 


ggaagaaact 


ccgagcaaac 


aaagcttctt 


atggaccagg 


acagttggga 


gaaatggtga 


660 


ctgttcttag 


tattgatgga 


ggtggaatta 


gagggatcat 


tccggctacc 


attctcgaat 


720 


ttcttgaagg 


acaacttcag 


gaaatggaca 


ataatgcaga 


tgcaagactt 


gcagattact 


780 


ttgatgtaat 


tggaggaaca 


agtacaggag 


gtttattgac 


tgctatgata 


agtactccaa 


840 


atgaaaacaa 


tcgacccttt 


gctgctgcca 


aagaaattgt 


acctttttac 


ttcgaacatg 


900 


gccctcagat 


ttttaatcct 


agtggtcaaa 


ttttaggccc 


aaaatatgat 


ggaaaatatc 


960 


ttatgcaagt 


tcttcaagaa 


aaacttggag 


aaactcgtgt 


gcatcaagct 


ttgacagaag 


1020 


ttgtcatctc 


aagctttgac 


atcaaaacaa 


ataagccagt 


aatattcact 


aagtcaaatt 


1080 


tagcaaactc 


tccagaattg 


gatgctaaga 


tgtatgacat 


ataatgag 




1128 



<210> 255 

<211> 366 

<212> PRT 

<213> Artificial 



<220> 

<223> Synthetic polypeptide 
<400> 255 

Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro Pro His Tyr Phe 
15 10 15 

Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe Asn Leu Val Asp 
20 25 30 

Gly Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu Ser He Ser Val 
35 40 45 

Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala Ser He Arg Ser 
50 55 60 

Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly Thr Gly Thr Thr 
65 ' ' 70 75 80 

Ser Glu Phe Asp Lys Thr Tyr Thr Ala Lys Glu Ala Ala Thr Trp Thr 
85 90 95 

Ala Val His Trp Met Leu Val He Gin Lys Met Thr Asp Ala Ala Ser 
100 105 110 

Ser Tyr Met Thr Asp Tyr Tyr Leu Ser Thr Ala Phe Gin Ala Leu Asp 
115 120 125 

Ser Lys Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr Gly Thr 
130 135 140 
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Thr Thr Glu Met Asp Asp Ala Ser Glu Ala Asn Met Glu Leu Leu Val 
145 150 155 160 



Gin Val Gly Glu Asn Leu Leu Lys Lys Pro Val Ser Glu Asp Asn Pro 
165 170 175 

Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu Ser Asp 
180 185 190 

Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser Tyr Gly Pro Gly Gin Leu 
195 200 205 

Gly Glu Met Val Thr Val Leu Ser He Asp Gly Gly Gly He Arg Gly 
210 215 220 

He He Pro Ala Thr He Leu Glu Phe Leu Glu Gly Gin Leu Gin Glu 
225 230 235 240 

Met Asp Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr Phe Asp Val He 
245 250 255 

Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr Ala Met He Ser Thr Pro 
260 265 270 

Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala Lys Glu He Val Pro Phe 
275 280 285 

Tyr Phe Glu His Gly Pro Gin He Phe Asn Pro Ser Gly Gin lie Leu 
290 295 300 

Gly Pro Lys Tyr Asp Gly Lys Tyr Leu Met Gin Val Leu Gin Glu Lys 
305 " ' " 310 315 320 

Leu Gly Glu Thr Arg Val His Gin Ala Leu Thr Glu Val Val He Ser 
325 330 335 

Ser Phe Asp He Lys Thr Asn Lys Pro Val He Phe Thr Lys Ser Asn 
340 345 350 

Leu Ala Asn Ser Pro Glu Leu Asp Ala Lys Met Tyr Asp He 
355 360 365 

<210> 256 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 256 

ggagctcgag aaaagagagg ctgaagctac atatacagca aaagaggcag ctacc 

<210> 257 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
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<400> 257 

ggtctagagg aattctcatt atttatcaaa ctctgaagt 39 

<210> 258 

<211> 1128 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 258 



tcgagaaaag 


agaggctgaa 


gctacatata 


cagcaaaaga 


ggcagctacc 


tggactgctg 


60 


tacattggat 


gttagttata 


cagaaaatga 


ctgatgcagc 


aagttcttac 


atgactgatt 


120 


attacctttc 


tactgctttt 


caagctcttg 


attcaaaaaa 


caattacctc 


agggttcaag 


180 


aaaatgcatt 


aacaggcaca 


actactgaaa 


tggatgatgc 


ttctgaggct 


aatatggaat 


240 


tattagtaca 


agttggtgaa 


aacttattga 


agaaaccagt 


ttccgaagac 


aatcctgaaa 


300 


cctatgagga 


agctctaaag 


aggtttgcaa 


aattgctctc 


tgataggaag 


aaactccgat 


360 


caaacaaagc 


ttcttatgga 


ccaggacagt 


tgggagaaat 


ggtgactgtt 


cttagtattg 


420 


atggaggtgg 


aattagaggg 


atcattccgg 


ctaccattct 


cgaatttctt 


gaaggacaac 


480 


ttcaggaaat 


ggacaataat 


gcagatgcaa 


gacttgcaga 


ttactttgat 


gtaattggag 


540 


CI Pi Pi C Pi Pi CI ~t Pi C 


pincipicicif' 1 1" r 


YtclPlCtnC^Fi 


t n at a ant" Pic 


t rcPiFiPit ciFiPi 

L~ <s Oi d Ci <w C* d 


PlPiCFlritCCIFlC 

CA d \w- O d VJ cj. 


600 


cctttgctgc 


tgccaaagaa 


attgtacctt 


tttacttcga 


acatggccct 


cagattttta 


660 


atcctagtgg 


tcaaatttta 


ggcccaaaat 


atgatggaaa 


atatcttatg 


caagttcttc 


720 


aagaaaaact 


tggagaaact 


cgtgtgcatc 


aagctttgac 


agaagttgtc 


atctcaagct 


780 


ttgacatcaa 


aacaaataag 


ccagtaatat 


tcactaagtc 


aaatttagca 


aactctccag 


840 


aattggatgc 


taagatgtat 


gacataagtt 


attccacagc 


agcagctcca 


acatattttc 


900 


ctccgcatta 


ctttgttact 


aatactagta 


atggagatga 


atatgagttc 


aatcttgttg 


960 


atggtgctgt 


tgctactgtt 


gctgatccgg 


cgttattatc 


cattagcgtt 


gcaacgagac 


1020 


ttgcacaaaa 


ggatccagca 


tttgcttcaa 


ttaggtcatt 


gaattacaaa 


aaaatgctgt 


1080 


tgctctcatt 


aggcactggc 


actacttcag 


agtttgataa 


ataatgag 




1128 



<210> 259 

<211> 366 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 259 
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Thr Tyr Thr Ala Lys Glu Ala Ala Thr Trp Thr Ala Val His Trp Met 
1 5 10 15 

Leu Val He Gin Lys Met Thr Asp Ala Ala Ser Ser Tyr Met Thr Asp 
20 25 30 

Tyr Tyr Leu Ser Thr Ala Phe Gin Ala Leu Asp Ser Lys Asn Asn Tyr 
35 40 45 

Leu Arg Val Gin Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp 
50 55 60 

Asp Ala Ser Glu Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn 
65 70 75 80 

Leu Leu Lys Lys Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu 
85 90 95 

Ala Leu Lys Arg Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg 
100 105 110 

Ser Asn Lys Ala Ser Tyr Gly Pro Gly Gin Leu Gly Glu Met Val Thr 
115 ' 120 ~ 125 

Val Leu Ser He Asp Gly Gly Gly He Arg Gly He lie Pro Ala Thr 
130 135 140 

He Leu Glu Phe Leu Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala 
145 150 155 160 

Asp Ala Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr 
165 ' ' 170 175 

Gly Gly Leu Leu Thr Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg 
180 185 190 

Pro Phe Ala Ala Ala Lys Glu lie Val Pro Phe Tyr Phe Glu His Gly 
195 J 200 205 

Pro Gin He Phe Asn Pro Ser Gly Gin He Leu Gly Pro Lys Tyr Asp 
210 215 220 

Gly Lys Tyr Leu Met Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg 
225 230 235 240 

Val His Gin Ala Leu Thr Glu Val Val lie Ser Ser Phe Asp He Lys 
245 250 255 

Thr Asn Lys Pro Val He Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro 
260 265 270 

Glu Leu Asp Ala Lys Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala 
275 280 285 

Pro Thr Tyr Phe Pro Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly 
290 295 300 



Asp Glu Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala 
305 310 " 315 320 



Asp Pro Ala Leu Leu Ser lie Ser Val Ala Thr Arg Leu Ala Gin Lys 
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325 330 335 

Asp Pro Ala Phe Ala Ser lie Arg Ser Leu Asn Tyr Lys Lys Met Leu 
340 345 350 

Leu Leu Ser Leu Gly Thr Gly Thr Thr Ser Glu Phe Asp Lys 
355 360 365 

<210> 260 

<211> 55 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 260 

ggagctcgag aaaagagagg ctgaagctaa tgcattaaca ggcacaacta ctgaa 55 

<210> 261 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 261 

ggtctagagg aattctcatt attcttgaac cctgaggta 39 

<210> 262 

<211> 1128 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 262 



tcgagaaaag 


agaggctgaa 


gctaatgcat 


taacaggcac 


aactactgaa 


atggatgatg 


60 


cttctgaggc 


taatatggaa 


ttattagtac 


aagttggtga 


aaacttattg 


aagaaaccag 


120 


tttccgaaga 


caatcctgaa 


acctatgagg 


aagctctaaa 


gaggtttgca 


aaattgctct 


180 


ctgataggaa 


gaaactccga 


gcaaacaaag 


cttcttatgg 


accaggacag 


ttgggagaaa 


240 


tggtgactgt 


tcttagtatt 


gatggaggtg 


gaattagagg 


gatcattccg 


gctaccattc 


300 


tcgaatttct 


tgaaggacaa 


cttcaggaaa 


tggacaataa 


tgcagatgca 


agacttgcag 


360 


attactttga 


tgtaattgga 


ggaacaagta 


caggaggttt 


attgactgct 


atgataagta 


420 


ctccaaatga 


aaacaatcga 


ccctttgctg 


ctgccaaaga 


aattgtacct 


ttttacttcg 


480 


aacatggccc 


tcagattttt 


aatcctagtg 


gtcaaatttt 


aggcccaaaa 


tatgatggaa 


540 


aatatcttat 


gcaagttctt 


caagaaaaac 


ttggagaaac 


tcgtgtgcat 


caagctttga 


600 


cagaagttgt 


catctcaagc 


tttgacatca 


aaacaaataa 


gccagtaata 


ttcactaagt 


660 
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caaatttagc 


aaactctcca 


gaattggatg 


ctaagatgta 


tgacataagt 


tattccacag 


720 


cagcagctcc 


aacatatttt 


cctccgcatt 


actttgttac 


taatactagt 


aatggagatg 


780 


aatatgagtt 


caatcttgtt 


gatggtgctg 


ttgctactgt 


tgctgatccg 


gcgttattat 


840 


ccattagcgt 


tgcaacgaga 


cttgcacaaa 


aggatccagc 


atttgcttca 


attaggtcat 


900 


tgaattacaa 


aaaaatgctg 


ttgctctcat 


taggcactgg 


cactacttca 


gagtttgata 


960 


aaacatatac 


agcaaaagag 


gcagctacct 


ggactgctgt 


acattggatg 


ttagttatac 


1020 


agaaaatgac 


tgatgcagca 


agttcttaca 


tgactgatta 


ttacctttct 


actgcttttc 


1080 


aagctcttga 


ttcaaaaaac 


aattacctca 


gggttcaaga 


ataatgag 




1128 



<210> 263 

<211> 366 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 263 

Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu Ala 
15 10 15 

Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn Leu Leu Lys Lys Pro 
20 25 30 

Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe 
35 40 45 

Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser 
50 55 60 

Tyr Gly Pro Gly Gin Leu Gly Glu Met Val Thr Val Leu Ser He Asp 
65 70 75 80 

Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu Glu Phe Leu 
85 90 95 

Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala Arg Leu Ala 
100 * 105 110 

Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr 
115 120 125 

Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala 
130 135 140 

Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin He Phe Asn 
145 150 155 160 

Pro Ser Gly Gin He Leu Gly Pro Lys Tyr Asp Gly Lys Tyr Leu Met 
165 ^ 170 " 175 

Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu 
180 185 190 
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Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val 
195 200 205 

He Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu Asp Ala Lys 
210 215 220 

Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro 
225 230 235 240 

Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe 
245 250 255 

Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu 
2 60 2 65 27 0 

Ser He Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala 
275 280 285 

Ser He Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly 
290 295 300 

Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala Lys Glu Ala 
305 ^ 310 315 320 

Ala Thr Trp Thr Ala Val His Trp Met Leu Val He Gin Lys Met Thr 
325 330 335 

Asp Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser Thr Ala Phe 
340 345 350 

Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin Glu 
355 1 360 365 

<210> 264 

<211> 1158 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 264 



atggccacca 


ccaagagctt 


cctcatcctg 


atcttcatga 


tcctggccac 


caccagcagc 


60 


accttcgccc 


agctcggcga 


gatggtgacc 


gtgctctcca 


tcgacggcgg 


tggcatcagg 


120 


ggcatcatcc 


cggccaccat 


cctggagttc 


ctggagggcc 


aactccagga 


gatggacaac 


180 


aacgccgacg 


cccgcctggc 


cgactacttc 


gacgtgatcg 


gtggcaccag 


caccggcggt 


240 


ctcctgaccg 


ccatgatctc 


cactccgaac 


gagaacaacc 


gccccttcgc 


cgctgcgaag 


300 


gagatcgtcc 


cgttctactt 


cgaacacggc 


cctcagattt 


tcaacccctc 


gggtcaaatc 


360 


ctgggcccca 


agtacgacgg 


caagtacctt 


atgcaagtgc 


ttcaggagaa 


gctgggcgag 


420 


actagggtgc 


accaggcgct 


gaccgaggtc 


gtcatctcca 


gcttcgacat 


caagaccaac 


480 


aagccagtca 


tcttcaccaa 


gtccaacctg 


gccaacagcc 


cggagctgga 


cgctaagatg 


540 
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tacgacatct cctactccac tgctgccgct cccacgtact tccctccgca ctacttcgtc 600 

accaacacca gcaacggcga cgagtacgag ttcaaccttg ttgacggtgc ggtggctacg 660 

gtggcggacc cggcgctcct gtccatcagc gtcgccacgc gcctggccca gaaggatcca 720 

gccttcgcta gcattaggag cctcaactac aagaagatgc tgctgctcag cctgggcact 780 

ggcacgacct ccgagttcga caagacctac actgccaagg aggccgctac ctggaccgcc 840 

gtccattgga tgctggtcat ccagaagatg acggacgccg cttccagcta catgaccgac 900 

tactacctct ccactgcgtt ccaggcgctt gactccaaga acaactacct ccgtgttcag 960 

gagaatgccc tcactggcac cacgaccgag atggacgatg cctccgaggc caacatggag 1020 

ctgctcgtcc aggtgggtga gaacctcctg aagaagcccg tctccgaaga caatcccgag 1080 

acctatgagg aagcgctcaa gcgctttgcc aagctgctct ctgataggaa gaaactccgc 1140 

gctaacaagg ccagctac 1158 

<210> 265 

<211> 386 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 265 

Met Ala Thr Thr Lys Ser Phe Leu lie Leu lie Phe Met lie Leu Ala 
15 10 15 

Thr Thr Ser Ser Thr Phe Ala Gin Leu Gly Glu Met Val Thr Val Leu 
20 25 30 

Ser He Asp Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu 
35 40 45 

Glu Phe Leu Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala 
50 55 60 

Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly 
65 70 75 80 

Leu Leu Thr Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 

Ala Ala Ala Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin 
100 105 110 

lie Phe Asn Pro Ser Gly Gin lie Leu Gly Pro Lys Tyr Asp Gly Lys 
115 120 125 

Tyr Leu Met Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 160 

H: 544092(BNT_01!.DOC) 70 



Lys Pro Val lie Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu 
165 170 175 



Asp Ala Lys Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala Pro Thr 
180 185 190 

Tyr Phe Pro Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro 
210 215 220 

Ala Leu Leu Ser He Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro 
225 230 235 240 

Ala Phe Ala Ser He Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu 
245 250 ~ ' 255 

Ser Leu Gly Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 

Lys Glu Ala Ala Thr Trp Thr Ala Val His Trp Met Leu Val He Gin 
275 280 285 

Lys Met Thr Asp Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser 
290 295 300 

Thr Ala Phe Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 335 

Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn Leu Leu Lys Lys 
340 345 350 

Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 360 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 375 380 

Ser Tyr 
385 

<210> 266 
<211> 55 
<212> DNA 
<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 266 

ggagctcgag aaaagagagg ctgaagctag cctcaactac aagaagatgc tgctg 

<210> 267 
<211> 42 
<212> DNA 
<213> Artificial 
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<220> 

<223> Synthetic construct 

<400> 267 

gccgagctgt cctggtccgt agctggcctt gttagcgcgg ag 42 

<210> 268 

<211> 36 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 268 

gccagctacg gaccaggaca gctcggcgag atggtg 36 

<210> 269 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 269 

ggtctagagg aattctcatt acctaatgct agcgaaggc 39 

<210> 270 

<211> 1167 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 270 



atggccacca 


ccaagagctt 


cctcatcctg 


atcttcatga 


tcctggccac 


caccagcagc 


60 


accttcgcca 


gcctcaacta 


caagaagatg 


ctgctgctca 


gcctgggcac 


tggcacgacc 


120 


tccgagttcg 


acaagaccta 


cactgccaag 


gaggccgcta 


cctggaccgc 


cgtccattgg 


180 


atgctggtca 


tccagaagat 


gacggacgcc 


gcttccagct 


acatgaccga 


ctactacctc 


240 


tccactgcgt 


tccaggcgct 


tgactccaag 


aacaactacc 


tccgtgttca 


ggagaatgcc 


300 


ctcactggca 


ccacgaccga 


gatggacgat 


gcctccgagg 


ccaacatgga 


gctgctcgtc 


360 


caggtgggtg 


agaacctcct 


gaagaagccc 


gtctccgaag 


acaatcccga 


gacctatgag 


420 


gaagcgctca 


agcgctttgc 


caagctgctc 


tctgatagga 


agaaactccg 


cgctaacaag 


480 


gccagctacg 


gaccaggaca 


gctcggcgag 


atggtgaccg 


tgctctccat 


cgacggcggt 


540 


ggcatcaggg 


gcatcatccc 


ggccaccatc 


ctggagttcc 


tggagggcca 


actccaggag 


600 


atggacaaca 


acgccgacgc 


ccgcctggcc 


gactacttcg 


acgtgatcgg 


tggcaccagc 


660 


accggcggtc 


tcctgaccgc 


catgatctcc 


actccgaacg 


agaacaaccg 


ccccttcgcc 


720 
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gctgcgaagg agatcgtccc gttctacttc gaacacggcc ctcagatttt caacccctcg 780 

ggtcaaatcc tgggccccaa gtacgacggc aagtacctta tgcaagtgct tcaggagaag 840 

ctgggcgaga ctagggtgca ccaggcgctg accgaggtcg tcatctccag cttcgacatc 900 

aagaccaaca agccagtcat cttcaccaag tccaacctgg ccaacagccc ggagctggac 960 

gctaagatgt acgacatctc ctactccact gctgccgctc ccacgtactt ccctccgcac 1020 

tacttcgtca ccaacaccag caacggcgac gagtacgagt tcaaccttgt tgacggtgcg 1080 

gtggctacgg tggcggaccc ggcgctcctg tccatcagcg tcgccacgcg cctggcccag 1140 

aaggatccag ccttcgctag cattagg 1167 

<210> 271 

<211> 389 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 271 

Met Ala Thr Thr Lys Ser Phe Leu lie Leu lie Phe Met lie Leu Ala 
15 10 15 

Thr Thr Ser Ser Thr Phe Ala Ser Leu Asn Tyr Lys Lys Met Leu Leu 
20 25 30 

Leu Ser Leu Gly Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr 
35 40 45 

Ala Lys Glu Ala Ala Thr Trp Thr Ala Val His Trp Met Leu Val He 
50 55 60 

Gin Lys Met Thr Asp Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu 
65 "70 75 80 

Ser Thr Ala Phe Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val 
85 90 95 

Gin Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser 
100 105 110 

Glu Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn Leu Leu Lys 
115 120 125 

Lys Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys 
130 135 140 

Arg Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys 
145 ~ 150 155 160 

Ala Ser Tyr Gly Pro Gly Gin Leu Gly Glu Met Val Thr Val Leu Ser 
165 170 175 

He Asp Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu Glu 
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180 



185 



190 



Phe Leu Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala Arg 
195 200 205 

Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly Leu 
210 215 220 

Leu Thr Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala 
225 230 235 240 

Ala Ala Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin He 
245 250 255 

Phe Asn Pro Ser Gly Gin He Leu Gly Pro Lys Tyr Asp Gly Lys Tyr 
260 265 270 

Leu Met Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His Gin 
275 280 285 

Ala Leu Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn Lys 
290 295 300 

Pro Val He Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu Asp 
305 310 315 320 

Ala Lys Met Tyr Asp He Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr 
325 330 335 

Phe Pro Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr 
340 345 350 

Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro Ala 
355 360 365 

Leu Leu Ser He Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala 
370 375 380 

Phe Ala Ser He Arg 
385 

<210> 272 
<211> 55 
<212> DNA 
<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 272 

ggagctcgag aaaagagagg ctgaagctac tgccaaggag gccgctacct ggacc 

<210> 273 

<211> 39 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 



<400> 273 
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240 
300 
360 
420 
480 



ggtctagagg aattctcatt acttgtcgaa ctcggaggt 39 

<210> 274 

<211> 1167 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 
<400> 274 

atggccacca ccaagagctt cctcatcctg atcttcatga tcctggccac caccagcagc 60 

accttcgcca cctacactgc caaggaggcc gctacctgga ccgccgtcca ttggatgctg 120 

gtcatccaga agatgacgga cgccgcttcc agctacatga ccgactacta cctctccact 180 

gcgttccagg cgcttgactc caagaacaac tacctccgtg ttcaggagaa tgccctcact 

ggcaccacga ccgagatgga cgatgcctcc gaggccaaca tggagctgct cgtccaggtg 

ggtgagaacc tcctgaagaa gcccgtctcc gaagacaatc ccgagaccta tgaggaagcg 

ctcaagcgct ttgccaagct gctctctgat aggaagaaac tccgcgctaa caaggccagc 

tacggaccag gacagctcgg cgagatggtg accgtgctct ccatcgacgg cggtggcatc 

aggggcatca tcccggccac catcctggag ttcctggagg gccaactcca ggagatggac 540 

aacaacgccg acgcccgcct ggccgactac ttcgacgtga tcggtggcac cagcaccggc 600 

ggtctcctga ccgccatgat ctccactccg aacgagaaca accgcccctt cgccgctgcg 660 

aaggagatcg tcccgttcta cttcgaacac ggccctcaga ttttcaaccc ctcgggtcaa 720 

atcctgggcc ccaagtacga cggcaagtac cttatgcaag tgcttcagga gaagctgggc 780 

gagactaggg tgcaccaggc gctgaccgag gtcgtcatct ccagcttcga catcaagacc 

aacaagccag tcatcttcac caagtccaac ctggccaaca gcccggagct ggacgctaag 

atgtacgaca tctcctactc cactgctgcc gctcccacgt acttccctcc gcactacttc 

gtcaccaaca ccagcaacgg cgacgagtac gagttcaacc ttgttgacgg tgcggtggct 1020 

acggtggcgg acccggcgct cctgtccatc agcgtcgcca cgcgcctggc ccagaaggat 1080 

ccagccttcg ctagcattag gagcctcaac tacaagaaga tgctgctgct cagcctgggc 1140 

actggcacga cctccgagtt cgacaag 1167 

<210> 275 

<211> 389 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 275 
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840 
900 
960 



Met Ala Thr Thr Lys Ser Phe Leu lie Leu lie Phe Met lie Leu Ala 
1 5 10 15 

Thr Thr Ser Ser Thr Phe Ala Thr Tyr Thr Ala Lys Glu Ala Ala Thr 
20 25 30 

Trp Thr Ala Val His Trp Met Leu Val He Gin Lys Met Thr Asp Ala 
35 40 45 

Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser Thr Ala Phe Gin Ala 
50 55 60 

Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr 
65 70 75 80 

Glv Thr Thr Thr Glu Met Asp Asp Ala Ser Glu Ala Asn Met Glu Leu 
85 90 95 

Leu Val Gin Val Gly Glu Asn Leu Leu Lys Lys Pro Val Ser Glu Asp 
100 105 11° 

Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu 
115 120 125 

Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser Tyr Gly Pro Gly 
130 " ' 135 140 

Gin Leu Gly Glu Met Val Thr Val Leu Ser lie Asp Gly Gly Gly lie 
145 150 155. 160 

Arq Gly He He Pro Ala Thr He Leu Glu Phe Leu Glu Gly Gin Leu 
165 170 175 

Gin Glu Met Asp Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr Phe Asp 
180 185 190 

Val He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr Ala Met He Ser 
195 ' 200 205 

Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala Lys Glu He Val 
210 215 220 

Pro Phe Tyr Phe Glu His Gly Pro Gin He Phe Asn Pro Ser Gly Gin 
225 230 235 240 

He Leu Gly Pro Lys Tyr Asp Gly Lys Tyr Leu Met Gin Val Leu Gin 
245 250 255 

Glu Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu Thr Glu Val Val 
260 265 270 

lie Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val He Phe Thr Lys 
275 280 285 

Ser Asn Leu Ala Asn Ser Pro Glu Leu Asp Ala Lys Met Tyr Asp He 
290 295 300 

Ser Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro Pro His Tyr Phe 
305 310 315 320 

Val Thr Asn Thr Ser Asn Gly Asp Glu Tyr Glu Phe Asn Leu Val Asp 
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325 330 335 

Gly Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu Ser He Ser Val 
340 345 350 

Ala Thr Arg Leu Ala Gin Lys Asp Pro Ala Phe Ala Ser He Arg Ser 
355 360 365 

Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly Thr Gly Thr Thr 
37 0 37 5 38 0 

Ser Glu Phe Asp Lys 
385 

<210> 276 
<211> 7 
<212> PRT 
<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 276 

Gly Gly Gly Ser Gly Gly Gly 
1 " 5 

<210> 277 

<211> 3 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 

<400> 277 

Gly Pro Gly 
1 



<210> 278 
<211> 386 
<212> PRT 

<213> Solanum tuberosum 




















<400> 278 




























Met Ala Thr 
1 


Thr 


Lys 
5 


Ser 


Phe 


Leu 


He 


Leu 
10 


Phe 


Phe 


Met 


He 


Leu 
15 


Ala 


Thr Thr Ser 


Ser 
20 


Thr 


Cys 


Ala 


Lys 


Leu 
25 


Glu 


Glu 


Met 


Val 


Thr 
30 


Val 


Leu 


Ser He Asp 
35 


Gly 


Gly 


Gly 


He 


Lys 
40 


Gly 


He 


He 


Pro 


Ala 
45 


He 


He 


Leu 


Glu Phe Leu 
50 


Glu 


Gly 


Gin 


Leu 
55 


Gin 


Glu 


Val 


Asp 


Asn 
60 


Asn 


Lys 


Asp 


Ala 


Arg Leu Ala 
65 


Asp 


Tyr 


Phe 
70 


Asp 


Val 


He 


Gly Gly 
75 


Thr 


Ser 


Thr 


Gly 


Gly 
80 
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Leu Leu Thr Ala Met He Thr Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 



Ala Ala Ala Lys Asp He Val Pro Phe Tyr Phe Glu His Gly Pro His 
100 105 HO 

He Phe Asn Tyr Ser Gly Ser He He Gly Pro Met Tyr Asp Gly Lys 
115 120 125 

Tyr Leu Leu Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Ala He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 160 

Lys Pro Val He Phe Thr Lys Ser Asn Leu Ala Lys Ser Pro Glu Leu 
165 170 175 

Asp Ala Lys Met Tyr Asp He Cys Tyr Ser Thr Ala Ala Ala Pro He 
180 185 190 

Tyr Phe Pro Pro His Tyr Phe He Thr His Thr Ser Asn Gly Asp He 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Gly Val Ala Thr Val Gly Asp Pro 
210 215 220 

Ala Leu Leu Ser Leu Ser Val Ala Thr Arg Leu Ala Gin Glu Asp Pro 
225 230 235 240 

Ala Phe Ser Ser He Lys Ser Leu Asp Tyr Lys Gin Met Leu Leu Leu 
245 250 255 

Ser Leu Gly Thr Gly Thr Asn Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 

Gin Glu Ala Ala Lys Trp Gly Pro Leu Arg Trp Met Leu Ala He Gin 
275 280 285 

Gin Met Thr Asn Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr He Ser 
290 295 300 

Thr Val Phe Gin Ala Arg His Ser Gin Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 335 

Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Thr Leu Leu Lys Lys 
340 345 350 



Pro Val Ser Lys Asp Ser Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 ^ 360 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 375 380 



Ser Tyr 
385 
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<210> 279 
<211> 386 
<212> PRT 

<213> Solarium tuberosum 
<400> 279 

Met Ala Thr Thr Lys Ser Val Leu Val Leu Phe Phe Met He Leu Ala 
15 10 15 

Thr Thr Ser Ser Thr Cys Ala Thr Leu Gly Glu Met Val Thr Val Leu 
20 25 30 

Ser He Asp Gly Gly Gly He Lys Gly He He Pro Ala Thr He Leu 
35 40 45 

Glu Phe Leu Glu Gly Gin Leu Gin Glu Val Asp Asn Asn Lys Asp Ala 
50 " 55 60 

Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly 
65 70 75 80 

Leu Leu Thr Ala Met He Thr Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 

Ala Ala Ala Lys Asp He Val Pro Phe Tyr Phe Glu His Gly Pro His 
100 ' 105 HO 

He Phe Asn Ser Ser Gly Ser He Phe Gly Pro Met Tyr Asp Gly Lys 
115 120 125 

Tyr Phe Leu Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Ala He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 160 

Lys Pro Val He Phe Thr Lys Ser Asn Leu Ala Lys Ser Pro Glu Leu 
165 170 175 

Asp Ala Lys Met Asn Asp He Cys Tyr Ser Thr Ala Ala Ala Pro Thr 
180 185 190 

Tyr Phe Pro Pro His Tyr Phe Val Thr His Thr Ser Asn Gly Asp Lys 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Gly Asp Pro 
210 215 220 

Ala Leu Leu Ser Leu Ser Val Arg Thr Lys Leu Ala Gin Val Asp Pro 
225 230 235 240 

Lys Phe Ala Ser He Lys Ser Leu Asn Tyr Asn Glu Met Leu Leu Leu 
245 ~ 250 255 

Ser Leu Gly Thr Gly Thr Asn Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 

Glu Glu Ala Ala Lys Trp Gly Pro Leu Arg Trp He Leu Ala He Gin 
275 280 285 
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Gin Met Thr Asn Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser 
290 295 300 



Thr Val Phe Gin Ala Arg His Ser Gin Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 335 

Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Lys Leu Leu Lys Lys 
340 345 350 

Pro Val Ser Lys Asp Ser Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 360 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 J 375 ^ ' 380 

Ser Tyr 
385 

<210> 280 
<211> 365 
<212> PRT 

<213> Solanum tuberosum 
<400> 280 

Met Ala Leu Glu Glu Met Val Ala Val Leu Ser He Asp Gly Gly Gly 
15 10 15 

He Lys Gly He He Pro Gly Thr He Leu Glu Phe Leu Glu Gly Gin 
20 25 30 

Leu Gin Lys Met Asp Asn Asn Ala Asp Ala Arg Leu Ala Asp Tyr Phe 
35 40 45 

Asp Val He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr Ala Met He 
50 55 60 

Thr Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala Asn Glu He 
65 70 75 80 

Val Pro Phe Tyr Phe Glu His Gly Pro His He Phe Asn Ser Arg Tyr 
85 " 90 95 

Trp Pro He Phe Trp Pro Lys Tyr Asp Gly Lys Tyr Leu Met Gin Val 
100 "* " 105 110 

Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu Thr Glu 
115 120 125 

Val Ala He Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val He Phe 
130 135 140 

Thr Lys Ser Asn Leu Ala Lys Ser Pro Glu Leu Asp Ala Lys Thr Tyr 
145 150 155 160 

Asp lie Cys Tyr Ser Thr Ala Ala Ala Pro Thr Tyr Phe Pro Pro His 
165 170 175 
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Tyr Phe Ala Thr Asn Thr lie Asn Gly Asp Lys Tyr Glu Phe Asn Leu 
180 185 190 



Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro Ala Leu Leu Ser Val 
195 200 205 

Ser Val Ala Thr Arg Arg Ala Gin Glu Asp Pro Ala Phe Ala Ser He 
210 215 220 

Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu Ser Leu Gly Thr Gly 
225 ~ 230 235 240 

Thr Thr Ser Glu Phe Asp Lys Thr His Thr Ala Glu Glu Thr Ala Lys 
245 ' " 250 255 

Trp Gly Ala Leu Gin Trp Met Leu Val He Gin Gin Met Thr Glu Ala 
260 265 270 

Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser Thr Val Phe Gin Asp 
275 280 285 

Leu His Ser Gin Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Thr 
290 295 300 

Gly Thr Thr Thr Lys Ala Asp Asp Ala Ser Glu Ala Asn Met Glu Leu 
305 310 315 320 

Leu Ala Gin Val Gly Glu Asn Leu Leu Lys Lys Pro Val Ser Lys Asp 
325 330 335 

Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu 
340 345 350 

Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser Tyr 
355 3 60 365 

<210> 281 

<211> 364 

<212> PRT 

<213> Solanum tuberosum 

<400> 281 

Pro Trp Leu Glu Glu Met Val Thr Val Leu Ser He Asp Gly Gly Gly 
1 5 10 15 

He Lys Gly He He Pro Ala He He Leu Glu Phe Leu Glu Gly Gin 
20 25 30 

Leu Gin Glu Val Asp Asn Asn Lys Asp Ala Arg Leu Ala Asp Tyr Phe 
35 4 0 4 5 

Asp Val He Gly Gly Thr Ser Thr Gly Gly Leu Leu Thr Ala Met He 
50 55 60 

Thr Thr Pro Asn Glu Asn Asn Arg Pro Phe Ala Ala Ala Lys Asp He 
65 70 75 80 

Val Pro Phe Tyr Phe Glu His Gly Pro His He Phe Asn Tyr Ser Gly 
85 90 95 
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Ser He Leu Gly Pro Met Tyr Asp Gly Lys Tyr Leu Leu Gin Val Leu 
100 105 HO 

Gin Glu Lys Leu Gly Glu Thr Arg Val His Gin Ala Leu Thr Glu Val 
115 120 125 

Ala He Ser Ser Phe Asp He Lys Thr Asn Lys Pro Val He Phe Thr 
130 135 140 

Lys Ser Asn Leu Ala Lys Ser Pro Glu Leu Asp Ala Lys Met Tyr Asp 
145 150 155 160 

He Cys Tyr Ser Thr Ala Ala Ala Pro He Tyr Phe Pro Pro His His 
165 170 175 

Phe Val Thr His Thr Ser Asn Gly Ala Arg Tyr Glu Phe Asn Leu Val 
180 185 190 

Asp Gly Ala Val Ala Thr Val Gly Asp Pro Ala Leu Leu Ser Leu Ser 
195 200 205 

Val Ala Thr Arg Leu Ala Gin Glu Asp Pro Ala Phe Ser Ser He Lys 
210 215 220 

Ser Leu Asp Tyr Lys Gin Met Leu Leu Leu Ser Leu Gly Thr Gly Thr 
225 230 235 240 

Asn Ser Glu Phe Asp Lys Thr Tyr Thr Ala Glu Glu Ala Ala Lys Trp 
245 250 255 

Gly Pro Leu Arg Trp Met Leu Ala He Gin Gin Met Thr Asn Ala Ala 
260 1 265 270 

Ser Phe Tyr Met Thr Asp Tyr Tyr He Ser Thr' Val Phe Gin Ala Arg 
275 " 280 285 

His Ser Gin Asn Asn Tyr Leu Arg Val Gin Glu Asn Ala Leu Asn Gly 
290 295 300 

Thr Thr Thr Glu Met Asp Asp Ala Ser Glu Ala Asn Met Glu Leu Leu 
305 310 315 320 

Val Gin Val Gly Glu Thr Leu Leu Lys Lys Pro Val Ser Arg Asp Ser 
325 330 335 

Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg Phe Ala Lys Leu Leu Ser 
340 345 350 

Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala Ser Tyr 
355 360 

<210> 282 
<211> 386 
<212> PRT 

<213> Solanum tuberosum 
<400> 282 

Met Ala Thr Thr Lys Ser Phe Leu He Leu Phe Phe Met He Leu Ala 
15 10 15 
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Thr Thr Ser Ser Thr Cys Ala Lys Leu Glu Glu Met Val Thr Val Leu 
20 25 30 



Ser He Asp Gly Gly Gly He Lys Gly He He Pro Ala He He Leu 
35 40 45 

Glu Phe Leu Glu Gly Gin Leu Gin Glu Val Asp Asn Asn Lys Asp Ala 
50 55 60 

Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly 
65 70 75 80 

Leu Leu Thr Ala Met He Thr Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 

Ala Ala Ala Lys Asp He Val Pro Phe Tyr Phe Glu His Gly Pro His 
100 ~ 105 HO 

He Phe Asn Tyr Ser Gly Ser He Leu Gly Pro Met Tyr Asp Gly Lys 
115 ' 120 125 

Tyr Leu Leu Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Ala He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 160 

Lys Pro Val He Phe Thr Lys Ser Asn Leu Ala Lys Ser Pro Glu Leu 
165 170 175 

Asp Ala Lys Met Tyr Asp He Cys Tyr Ser Thr Ala Ala Ala Pro He 
180 ' ' 185 190 

Tyr Phe Pro Pro His His Phe Val Thr His Thr Ser Asn Gly Ala Arg 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Gly Asp Pro 
210 215 220 

Ala Leu Leu Ser Leu Ser Val Ala Thr Arg Leu Ala Gin Glu Asp Pro 
225 230 235 240 

Ala Phe Ser Ser He Lys Ser Leu Asp Tyr Lys Gin Met Leu Leu Leu 
245 250 255 

Ser Leu Gly Thr Gly Thr Asn Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 

Glu Glu Ala Ala Lys Trp Gly Pro Leu Arg Trp Met Leu Ala He Gin 
275 280 285 

Gin Met Thr Asn Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr He Ser 
290 295 300 



Thr Val Phe Gin Ala Arg His Ser Gin Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Asn Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 335 



Ala Asn Met Glu Leu Leu Val Gin Val Gly Ala Thr Leu Leu Lys Lys 

H: 544092(BNT_01!.DOC) 83 



340 345 350 

Pro Val Ser Lys Asp Ser Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 ^ 360 " 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 ' 375 ^ 380 

Ser Tyr 
385 

<210> 283 
<211> 10 
<212> PRT 
<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 283 

Ala Phe Phe Asp Lys Thr Tyr Thr Ala Lys 
15 10 

<210> 284 

<211> 10 

<212> PRT 

<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 284 

Cys lie Phe Asp Ser Thr Tyr Thr Ala Lys 
15 10 

<210> 285 
<211> 1161 
<212> DNA 

<213> Solanum tuberosum 
<400> 285 

atggcaacta ctaaatcttt tttaatttta atatttatga tattagcaac tactagttca 60 
acatttgctc agttgggaga aatggtgact gttcttagta ttgatggagg tggaattaga 120 
gggatcattc cggctaccat tctcgaattt cttgaaggac aacttcagga aatggacaat 180 
aatgcagatg caagacttgc agattacttt gatgtaattg gaggaacaag tacaggaggt 240 
ttattgactg ctatgataag tactccaaat gaaaacaatc gaccctttgc tgctgccaaa 300 
gaaattgtac ctttttactt cgaacatggc cctcagattt ttaatcctag tggtcaaatt 360 
ttaggcccaa aatatgatgg aaaatatctt atgcaagttc ttcaagaaaa acttggagaa 420 
actcgtgtgc atcaagcttt gacagaagtt gtcatctcaa gctttgacat caaaacaaat 480 
aagccagtaa tattcactaa gtcaaattta gcaaactctc cagaattgga tgctaagatg 540 
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tatgacataa gttattccac agcagcagct ccaacatatt ttcctccgca ttactttgtt 600 

actaatacta gtaatggaga tgaatatgag ttcaatcttg ttgatggtgc tgttgctact 660 

gttgctgatc cggcgttatt atccattagc gttgcaacga gacttgcaca aaaggatcca 720 

gcatttgctt caattaggtc attgaattac aaaaaaatgc tgttgctctc attaggcact 780 

ggcactactt cagagtttga taaaacatat acagcaaaag aggcagctac ctggactgct 840 

gtacattgga tgttagttat acagaaaatg actgatgcag caagttctta catgactgat 900 

tattaccttt ctactgcttt tcaagctctt gattcaaaaa acaattacct cagggttcaa 960 

gaaaatgcat taacaggcac aactactgaa atggatgatg cttctgaggc taatatggaa 1020 

ttattagtac aagttggtga aaacttattg aagaaaccag tttccgaaga caatcctgaa 1080 

acctatgagg aagctctaaa gaggtttgca aaattgctct ctgataggaa gaaactccga 1140 

gcaaacaaag cttcttatta a 1161 

<210> 286 
<211> 386 
<212> PRT 

<213> Solanum tuberosum 
<400> 286 

Met Ala Thr Thr Lys Ser Phe Leu lie Leu He Phe Met He Leu Ala 
15 10 15. 

Thr Thr Ser Ser Thr Phe Ala Gin Leu Gly Glu Met Val Thr Val Leu 
20 25 30 

Ser He Asp Gly Gly Gly He Arg Gly He He Pro Ala Thr He Leu 
35 40 45 

Glu Phe Leu Glu Gly Gin Leu Gin Glu Met Asp Asn Asn Ala Asp Ala 
50 55 60 

Arg Leu Ala Asp Tyr Phe Asp Val He Gly Gly Thr Ser Thr Gly Gly 
65 70 75 80 

Leu Leu Thr Ala Met He Ser Thr Pro Asn Glu Asn Asn Arg Pro Phe 
85 90 95 

Ala Ala Ala Lys Glu He Val Pro Phe Tyr Phe Glu His Gly Pro Gin 
100 105 110 

He Phe Asn Pro Ser Gly Gin lie Leu Gly Pro Lys Tyr Asp Gly Lys 
115 120 125 

Tyr Leu Met Gin Val Leu Gin Glu Lys Leu Gly Glu Thr Arg Val His 
130 135 140 

Gin Ala Leu Thr Glu Val Val He Ser Ser Phe Asp He Lys Thr Asn 
145 150 155 160 

Lys Pro Val lie Phe Thr Lys Ser Asn Leu Ala Asn Ser Pro Glu Leu 
165 ~ 170 175 
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Asp Ala Lys Met Tyr Asp lie Ser Tyr Ser Thr Ala Ala Ala Pro Thr 
180 185 190 



Tyr Phe Pro Pro His Tyr Phe Val Thr Asn Thr Ser Asn Gly Asp Glu 
195 200 205 

Tyr Glu Phe Asn Leu Val Asp Gly Ala Val Ala Thr Val Ala Asp Pro 
210 215 220 

Ala Leu Leu Ser lie Ser Val Ala Thr Arg Leu Ala Gin Lys Asp Pro 
225 230 235 240 

Ala Phe Ala Ser lie Arg Ser Leu Asn Tyr Lys Lys Met Leu Leu Leu 
245 250 255 

Ser Leu Gly Thr Gly Thr Thr Ser Glu Phe Asp Lys Thr Tyr Thr Ala 
260 265 270 

Lys Glu Ala Ala Thr Trp Thr Ala Val His Trp Met Leu Val He Gin 
275 280 285 

Lys Met Thr Asp Ala Ala Ser Ser Tyr Met Thr Asp Tyr Tyr Leu Ser 
290 2 95 300 

Thr Ala Phe Gin Ala Leu Asp Ser Lys Asn Asn Tyr Leu Arg Val Gin 
305 310 315 320 

Glu Asn Ala Leu Thr Gly Thr Thr Thr Glu Met Asp Asp Ala Ser Glu 
325 330 335 

Ala Asn Met Glu Leu Leu Val Gin Val Gly Glu Asn Leu Leu Lys Lys 
340 345 350 

Pro Val Ser Glu Asp Asn Pro Glu Thr Tyr Glu Glu Ala Leu Lys Arg 
355 360 365 

Phe Ala Lys Leu Leu Ser Asp Arg Lys Lys Leu Arg Ala Asn Lys Ala 
370 375 380 

Ser Tyr 
385 

<210> 287 
<211> 408 
<212> PRT 
<213> Artificial 

<220> 

<223> Synthetic polypeptide 
<400> 287 

Met Lys Ser Lys Met Ala Met Leu Leu Leu Leu Phe Cys Val Leu Ser 
1 " 5 10 15 

Asn Gin Leu Val Ala Ala Phe Ser Thr Gin Ala Lys Ala Ser Lys Asp 
20 25 30 

Gly Asn Leu Val Thr Val Leu Ala He Asp Gly Gly Gly He Arg Gly 
35 4 0 4 5 
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He He Pro Gly Val He Leu Lys Gin Leu Glu Ala Thr Leu Gin Arg 
50 55 60 

Trp Asp Ser Ser Ala Arg Leu Ala Glu Tyr Phe Asp Val Val Ala Gly 
65 ' 70 75 80 

Thr Ser Thr Gly Gly He He Thr Ala He Leu Thr Ala Pro Asp Pro 
85 90 95 

Gin Asn Lys Asp Arg Pro Leu Tyr Ala Ala Glu Glu He He Asp Phe 
100 105 HO 

Tyr lie Glu His Gly Pro Ser He Phe Asn Lys Ser Thr Ala Cys Ser 
115 ' 120 125 

Leu Pro Gly He Phe Cys Pro Lys Tyr Asp Gly Lys Tyr Leu Gin Glu 
130 ^ 135 140 

He He Ser Gin Lys Leu Asn Glu Thr Leu Leu Asp Gin Thr Thr Thr 
145 150 155 160 

Asn Val Val He Pro Ser Phe Asp He Lys Leu Leu Arg Pro Thr He 
165 170 175 

Phe Ser Thr Phe Lys Leu Glu Glu Val Pro Glu Leu Asn Val Lys Leu 
180 185 190 

Ser Asp Val Cys Met Gly Thr Ser Ala Ala Pro He Val Phe Pro Pro 
195 200 205 

Tyr Tyr Phe Lys His Gly Asp Thr Glu Phe Asn Leu Val Asp Gly Ala 
210 215 220 

He He Ala Asp He Pro Ala Pro Val Ala Leu Ser Glu Val Leu Gin 
225 230 235 240 

Gin Glu Lys Tyr Lys Asn Lys Glu He Leu Leu Leu Ser He Gly Thr 
245 250 255 

Gly Val Val Lys Pro Gly Glu Gly Tyr Ser Ala Asn Arg Thr Trp Thr 
260 265 270 

He Phe Asp Trp Ser Ser Glu Thr Leu He Gly Leu Met Gly His Gly 
275 280 285 

Thr Arg Ala Met Ser Asp Tyr Tyr Val Gly Ser His Phe Lys Ala Leu 
290 295 300 

Gin Pro Gin Asn Asn Tyr Leu Arg He Gin Glu Tyr Asp Leu Asp Pro 
305 310 315 320 

Ala Leu Glu Ser He Asp Asp Ala Ser Thr Glu Asn Met Glu Asn Leu 
325 330 335 

Glu Lys Val Gly Gin Ser Leu Leu Asn Glu Pro Val Lys Arg Met Asn 
340 345 350 

Leu Asn Thr Phe Val Val Glu Glu Thr Gly Glu Gly Thr Asn Ala Glu 
355 360 365 
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Ala Leu Asp Arg Leu Ala Gin lie Leu Tyr Glu Glu Lys lie Thr Arg 
370 375 380 



Gly Leu Gly Lys 
385 



He Ser Leu Glu Val Asp Asn He Asp Pro Tyr Thr 
390 395 400 



Glu Arg Val Arg 



Lys Leu Leu Phe 
405 



<210> 288 

<211> 410 

<212> PRT 

<213> Zea mays 

<400> 288 



Met Gly Ser He 
1 



Gly Arg Gly Thr Ala Asn Cys Ala Thr Val Pro Gin 
5 " * 10 15 



Pro Pro Pro Ser 
20 



Thr Gly Lys Leu He Thr lie Leu Ser He Asp Gly 
25 30 



Gly Gly He Arg 
35 



Gly Leu He Pro Ala Thr He He Ala Tyr Leu Glu 
40 45 



Ala Lys Leu Gin 
50 



Glu Leu Asp Gly Pro Asp Ala Arg He Ala Asp Tyr 
55 60 



Phe Asp Val He 
65 



Ala Gly Thr Ser Thr Gly Ala Leu Leu Ala Ser Met 
70 75 80 



Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe Ala Ala Lys Asp 
85 90 95 



Leu Thr Thr Phe 
100 



Tyr Leu Glu Asn Gly Pro Lys He Phe Pro Gin Lys 
105 ^ 110 



Lys Ala Gly Leu 
115 



Leu Thr Pro Leu Arg Asn Leu Leu Gly Leu Val Arg 
120 125 



Gly Pro Lys Tyr 
130 



Asp Gly Val Phe Leu His Asp Lys He Lys Ser Leu 
135 140 



Thr His Asp Val 
145 



Arg Val Ala Asp Thr Val Thr Asn Val He Val Pro 
150 155 160 



Ala Phe Asp Val Lys Tyr Leu Gin Pro He He Phe Ser Thr Tyr Glu 
165 " 170 175 



Ala Lys Thr Asp 
180 



Thr Leu Lys Asn Ala His Leu Ser Asp He Cys He 
185 190 



Ser Thr Ser Ala 
195 



Ala Pro Thr Tyr Phe Pro Ala His Phe Phe Lys Thr 
200 205 



Glu Ala Thr Asp 
210 



Gly Arg Pro Pro Arg Glu Tyr His Leu Val Asp Gly 
215 220 



Gly Val Ala Ala 
225 



Asn Asn Pro Thr Met Val Ala Met Ser Met Leu Thr 
230 235 240 
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Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala Gly Ser Pro Thr 
245 250 255 



Glu Tyr Thr Asn Tyr Leu He He Ser Val Gly Thr Gly Ser Ala Lys 
2 60 2 65 27 0 

Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys Trp Gly Leu He 
275 280 285 

Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He Asp He Phe Ser 
290 295 300 

His Ala Ser Ser Asp Met Val Asp He His Ala Ser He Leu Phe Gin 
305 1 310 J 315 320 

Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin Asp Asp Thr Leu 
325 ' 330 335 

Thr Gly Asn Ala Ser Ser Val Asp He Ala Thr Lys Glu Asn Met Glu 
340 345 350 

Ser Leu He Ser He Gly Gin Glu Leu Leu Lys Lys Pro Val Ala Arg 
355 360 365 

Val Asn He Asp Thr Gly Val Tyr Glu Ser Cys Asp Gly Glu Gly Thr 
370 375 380 

Asn Ala Gin Ser Leu Ala Asp Phe Ala Lys Gin Leu Ser Asp Glu Arg 
385 390 395 400 

Lys Leu Arg Lys Ser Asn Leu Asn Ser Asn 
4 05 410 

<210> 289 
<211> 508 
<212> PRT 
<213> Zea mays 

<400> 289 

Arg Pro Thr Arg Pro Arg His Pro Arg Asn Thr Gin Lys Arg Gly Ala 
1 5 10 15 

Leu Leu Val Gly Trp lie Leu Phe Ser Leu Ala Ala Ser Pro Val Lys 
20 25 30 

Phe Gin Thr His Met Gly Ser He Gly Arg Gly Thr Ala Asn Cys Ala 
35 40 45 

Thr Val Pro Gin Pro Pro Pro Ser Thr Gly Lys Leu He Thr He Leu 
50 55 60 

Ser He Asp Gly Gly Gly He Arg Gly Leu He Pro Ala Thr He lie 
65 70 75 80 

Ala Tyr Leu Glu Ala Lys Leu Gin Glu Leu Asp Gly Pro Asp Ala Arg 
85 ^ 90 95 

lie Ala Asp Tyr Phe Asp Val He Ala Gly Thr Ser Thr Gly Ala Leu 
100 105 HO 
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Leu Ala Ser Met Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe 
115 120 125 

Ala Ala Lys Asp Leu Thr Thr Phe Tyr Leu Glu Asn Gly Pro Lys lie 
130 135 140 

Phe Pro Gin Lys Lys Ala Gly Leu Leu Thr Pro Leu Arg Asn Leu Leu 
145 150 155 160 

Gly Leu Val Arg Gly Pro Lys Tyr Asp Gly Val Phe Leu His Asp Lys 
165 170 175 

He Lys Ser Leu Thr His Asp Val Arg Val Ala Asp Thr Val Thr Asn 
180 185 190 

Val He Val Pro Ala Phe Asp Val Lys Tyr Leu Gin Pro He He Phe 
195 200 205 

Ser Thr Tyr Glu Ala Lys Thr Asp Ala Leu Lys Asn Ala His Leu Ser 
210 215 220 

Asp He Cys He Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro Ala His 
225 ^ 230 235 240 

Phe Phe Lys Thr Glu Ala Thr Asp Gly Arg Pro Pro Arg Glu Tyr His 
245 250 255 

Leu Val Asp Gly Gly Val Ala Ala Asn Asn Pro Thr Met Val Ala Met 
260 265 270 

Ser Met Leu Thr Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala 
275 ^ 280 285 

Gly Ser Pro Thr Glu Tyr Thr Asn Tyr Leu He He Ser Val Gly Thr 
290 295 300 

Gly Ser Ala Lys Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys 
305 310 315 320 

Trp Gly Leu He Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He 
325 330 335 

Asp He Phe Ser His Ala Ser Ser Asp Met Val Asp He His Ala Ser 
340 345 350 

He Leu Phe Gin Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin 
355 360 365 

Leu Tyr Tyr Ala Gly Tyr Phe Asp Trp Glu Arg He Val Arg Gly His 
370 37 5 380 

Arg His Gin Gly Glu His Gly Val Ser Asp He Asp Arg Pro Gly Ala 
385 " 390 395 400 

Ala Gin Glu Ala Ser Gly Glu Ser Glu His Arg His Arg Ala Val Arg 
405 ~ 410 415 

Val Leu Arg Arg Gly His Lys Cys Thr Val Ala Ser Leu Arg Gin Ala 
420 425 430 

Thr Leu Arg Ala Gin Ala Thr Gin Glu Gin Ser Gin Leu Gin Leu He 
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435 



440 



445 



Asn Thr Ser Leu Ser His Ser Met Cys Ser Phe Arg Arg Phe Thr Val 
450 455 460 

Ser Tyr Phe Phe Asn Phe Asn Ser Val Cys Val Leu Cys Val Leu Cys 
465 470 475 480 

Val Tyr Gin Thr Phe Lys Phe Asn Gin Lys Lys Lys Lys Lys Lys Lys 
4 85 4 90 4 95 

Lys Lys Lys Lys Lys Lys Lys Lys Lys Arg Ala Ala 
500 505 

<210> 290 
<211> 410 
<212> PRT 
<213> Zea mays 

<400> 290 

Met Gly Ser He Gly Arg Gly Thr Ala Asn Cys Ala Thr Val Pro Gin 
1 5 10 15 

Pro Pro Pro Ser Thr Gly Lys Leu He Thr He Leu Ser He Asp Gly 
20 25 30 

Gly Gly He Arg Gly Leu He Pro Ala Thr He He Ala Tyr Leu Glu 
35 4 0 4 5 

Ala Lys Leu Gin Glu Leu Asp Gly Pro Asp Ala Arg He Ala Asp Tyr 
50 55 60 

Phe Asp Val He Ala Gly Thr Ser Thr Gly Ala Leu Leu Ala Ser Met 
65 ' 70 75 80 

Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe Ala Ala Lys Asp 
85 90 95 

Leu Thr Thr Phe Tyr Leu Glu Asn Gly Pro Lys He Phe Pro Gin Lys 
100 105 110 

Lys Ala Gly Leu Leu Thr Pro Leu Arg Asn Leu Leu Gly Leu Val Arg 
115 120 125 

Gly Pro Lys Tyr Asp Gly Val Phe Leu His Asp Lys He Lys Ser Leu 
130 135 140 

Thr His Asp Val Arg Val Ala Asp Thr Val Thr Asn Val He Val Pro 
145 150 155 160 

Ala Phe Asp Val Lys Ser Leu Gin Pro He He Phe Ser Thr Tyr Glu 
165 170 175 

Ala Lys Thr Asp Thr Leu Lys Asn Ala His Leu Ser Asp He Cys He 
180 185 190 



Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro Ala His Phe Phe Lys Thr 
195 200 205 



Glu Ala Thr Asp Gly Arg Pro Pro Arg Glu Tyr His Leu Val Asp Gly 
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210 215 220 

Gly Val Ala Ala Asn Asn Pro Thr Met Val Ala Met Ser Met Leu Thr 
225 230 235 240 

Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala Gly Ser Pro Thr 
245 250 255 

Glu Tyr Thr Asn Tyr Leu He He Ser Val Gly Thr Gly Ser Ala Lys 
260 265 270 

Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys Trp Gly Leu He 
275 280 285 

Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He Asp He Phe Ser 
290 295 300 

His Ala Ser Ser Asp Met Val Asp He His Ala Ser He Leu Phe Gin 
305 310 315 320 

Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin Asp Asp Thr Leu 
325 330 335 

Thr Gly Asn Ala Ser Ser Val Asp He Ala Thr Lys Glu Asn Met Glu 
340 345 350 

Ser Leu He Ser He Gly Gin Glu Leu Leu Asn Lys Pro Val Ala Arg 
355 360 365 

Val Asn He Asp Thr Gly Leu Tyr Glu Ser Cys Glu Gly Glu Gly Thr 
370 375 380 

Asn Ala Gin Ser Leu Ala Asp Phe Ala Lys Gin Leu Ser Asp Glu Arg 
385 390 395 400 

Lys Leu Arg Lys Ser Asn Leu Asn Ser Asn 
4 05 410 

<210> 291 
<211> 410 
<212> PRT 
<213> Zea mays 

<400> 291 

Met Gly Ser He Gly Arg Gly Thr Ala Asn Cys Ala Thr Val Pro Gin 
15 10 15 

Pro Pro Pro Ser Thr Gly Lys Leu He Thr He Leu Ser He Asp Gly 
20 25 30 

Gly Gly He Arg Gly Leu He Pro Ala Thr He He Ala Tyr Leu Glu 
35 4 0 4 5 

Ala Lys Leu Gin Glu Leu Asp Gly Pro Asp Ala Arg He Ala Asp Tyr 
50 55 60 

Phe Asp Val He Ala Gly Thr Ser Thr Gly Ala Leu Leu Ala Ser Met 
65 70 75 80 

Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe Ala Ala Lys Asp 
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85 90 95 

Leu Thr Thr Phe Tyr Leu Glu Asn Gly Pro Lys He Phe Pro Gin Lys 
100 105 HO 

Lys Ala Gly Leu Leu Thr Pro Leu Arg Asn Leu Leu Gly Leu Val Arg 
115 120 125 

Gly Pro Lys Tyr Asp Gly Val Phe Leu His Asp Lys He Lys Ser Leu 
130 ' 135 140 

Thr His Asp Val Arg Val Ala Asp Thr Val Thr Asn Val He Val Pro 
145 ' 150 155 160 

Ala Phe Asp Val Lys Tyr Leu Gin Pro He He Phe Ser Thr Tyr Glu 
165 170 175 

Ala Lys Thr Asp Ala Leu Lys Asn Ala His Leu Ser Asp He Cys He 
180 185 190 

Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro Ala His Phe Phe Lys Thr 
195 200 205 

Glu Ala Thr Asp Gly Arg Pro Pro Arg Glu Tyr His Leu Val Asp Gly 
210 ' 215 220 

Gly Val Ala Ala Asn Asn Pro Thr Met Val Ala Met Ser Met Leu Thr 
225 230 235 240 

Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala Gly Ser Pro Thr 
245 250 255 

Glu Tyr Thr Asn Tyr Leu He He Ser Val Gly Thr Gly Ser Ala Lys 
260 265 270 

Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys Trp Gly Leu He 
275 280 285 

Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He Asp He Phe Ser 
290 295 300 

His Ala Ser Ser Asp Met Val Asp He His Ala Ser He Leu Phe Gin 
305 310 315 320 

Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin Asp Asp Thr Leu 
325 330 335 

Thr Gly Asn Ala Ser Ser Val Asp He Ala Thr Lys Glu Asn Met Glu 
340 345 350 

Ser Leu He Ser He Gly Gin Glu Leu Leu Lys Lys Pro Val Ala Arg 
355 360 365 

Val Asn He Asp Thr Gly Leu Tyr Glu Ser Cys Asp Gly Glu Gly Thr 
370 375 380 

Asn Ala Gin Ser Leu Ala Asp Phe Ala Lys Gin Leu Ser Asp Glu Arg 
385 390 395 400 

Lys Leu Arg Lys Ser Asn Leu Asn Ser Asn 
4 05 410 
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<210> 292 

<211> 410 

<212> PRT 

<213> Zea mays 



<400> 292 

Met Gly Ser He Gly Arg Gly Thr Ala Asn Cys Ala Thr Val Pro Gin 
1 5 10 15 

Pro Pro Pro Ser Thr Gly Lys Leu He Thr He Leu Ser He Asp Gly 
20 25 30 

Gly Gly He Arg Gly Leu He Pro Ala Thr He He Ala Tyr Leu Glu 
35 40 45 

Ala Lys Leu Gin Glu Leu Asp Gly Pro Asp Ala Arg He Ala Asp Tyr 
50 55 60 

Phe Asp Val He Ala Gly Thr Ser Thr Gly Ala Leu Leu Ala Ser Met 
65 70 75 80 

Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe Ala Ala Lys Asp 
85 90 95 

Leu Thr Thr Phe Tyr Leu Glu Asn Gly Pro Lys He Phe Pro Gin Lys 
100 105 HO 

Lys Ala Gly Leu Leu Thr Pro Leu Arg Asn Leu Leu Gly Leu Val Arg 
115 120 125 

Gly Pro Lys Tyr Asp Gly Val Phe Leu His Asp Lys He Lys Ser Leu 
130 ~ 135 140 

Thr His Asp Val Arg Val Ala Asp Thr Val Thr Asn Val He Val Pro 
145 ^ 150 155 160 

Ala Phe Asp Val Lys Ser Leu Gin Pro He He Phe Ser Thr Tyr Glu 
165 170 175 

Ala Lys Thr Asp Thr Leu Lys Asn Ala His Leu Ser Asp He Cys He 
180 185 190 

Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro Ala His Phe Phe Lys He 
195 200 205 

Glu Ala Thr Asp Gly Arg Pro Pro Arg Glu Tyr His Leu Val Asp Gly 
210 ' 215 220 

Gly Val Ala Ala Asn Asn Pro Thr Met Val Ala Met Ser Met Leu Thr 
225 230 235 240 

Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala Gly Ser Pro Thr 
245 250 255 

Glu Tyr Thr Asn Tyr Leu lie He Ser Val Gly Thr Gly Ser Ala Lys 
260 265 270 

Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys Trp Gly Leu He 
275 ' 280 285 
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Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He Asp He Phe Ser 
290 295 300 

His Ala Ser Ser Asp Met Val Asp He His Ala Ser He Leu Phe Gin 
305 310 315 320 

Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin Asp Asp Thr Leu 
325 330 335 

Thr Gly Asn Ala Ser Ser Val Asp He Ala Thr Lys Glu Asn Met Glu 
340 345 350 

Ser Leu He Ser He Gly Gin Glu Leu Leu Asn Lys Pro Val Ala Arg 
355 360 365 

Val Asn He Asp Thr Gly Leu Tyr Glu Ser Cys Glu Gly Glu Gly Thr 
370 375 380 

Asn Ala Gin Ser Leu Ala Asp Phe Ala Lys Gin Leu Ser Asp Glu Arg 
385 390 395 400 

Lys Leu Arg Lys Ser Asn Leu Asn Ser Asn 
4 05 410 

<210> 293 
<211> 337 
<212> PRT 
<213> Zea mays 

<400> 293 

Met Gly Ser He Gly Arg Gly Thr Ala Asn Cys Ala Thr Val Pro Gin 
1 5 10 15 

Pro Pro Pro Ser Thr Gly Lys Leu He Thr lie Leu Ser He Asp Gly 
20 25 30 

Gly Gly He Arg Gly Leu He Pro Ala Thr He He Ala Tyr Leu Glu 
35 4 0 4 5 

Ala Lys Leu Gin Glu Leu Asp Gly Pro Asp Ala Arg He Ala Asp Tyr 
50 55 60 

Phe Asp Val He Ala Gly Thr Ser Thr Gly Ala Leu Leu Ala Ser Met 
65 ^ 70 75 80 

Leu Ala Ala Pro Asp Glu Asn Asn Arg Pro Leu Phe Ala Ala Lys Asp 
85 90 95 

Leu Thr Thr Phe Tyr Leu Glu Asn Gly Pro Lys He Phe Pro Gin Lys 
100 105 HO 

Lys Ala Gly Leu Leu Thr Pro Leu Arg Asn Leu Leu Gly Leu Val Arg 
115 120 125 



Gly Pro Lys Tyr Asp Gly Val Phe Leu His Asp Lys He Lys Ser Leu 
130 ~ ' 135 140 



Thr His Asp Val Arg Val Ala Asp Thr Val Thr Asn Val lie Val Pro 
145 150 155 160 
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Ala Phe Asp Val Lys Tyr Leu Gin Pro He He Phe Ser Thr Tyr Glu 
165 170 175 

Ala Lys Thr Asp Ala Leu Lys Asn Ala His Leu Ser Asp He Cys He 
180 185 190 

Ser Thr Ser Ala Ala Pro Thr Tyr Phe Pro Ala His Phe Phe Lys Thr 
195 200 205 

Glu Ala Thr Asp Gly Arg Pro Pro Arg Glu Tyr His Leu Val Asp Gly 
210 215 220 

Gly Val Ala Ala Asn Asn Pro Thr Met Val Ala Met Ser Met Leu Thr 
225 230 235 240 

Lys Glu Val His Arg Arg Asn Pro Asn Phe Asn Ala Gly Ser Pro Thr 
245 250 255 

Glu Tyr Thr Asn Tyr Leu He He Ser Val Gly Thr Gly Ser Ala Lys 
260 ~ 265 270 

Gin Ala Glu Lys Tyr Thr Ala Glu Gin Cys Ala Lys Trp Gly Leu lie 
275 280 285 

Gin Trp Leu Tyr Asn Gly Gly Phe Thr Pro He He Asp He Phe Ser 
290 295 300 

His Ala Ser Ser Asp Met Val Asp He His Ala Ser He Leu Phe Gin 
305 310 315 320 

Ala Leu His Cys Glu Lys Lys Tyr Leu Arg He Gin Leu Tyr Tyr Ala 
325 330 335 

Gly 



<210> 294 

<211> 29 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 294 

gggccatggc gcagttggga gaaatggtg 29 

<210> 295 

<211> 37 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic construct 

<400> 295 

aacaaagctt cttattgagg tgcggccgct tgcatgc 37 
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